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NTDB id 1030405 AB3Q54 RS07810 WP 369351531.1 MIVTILAFVLVFGTIVFVHEFGHYTLAKRSGILVREFAIGMGPKLFSY.RKSGTTYTLRILPLGGYVRMAGLEEDSEELK 79
NTDB id 323 STU RS10650 WP 011225396.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIK 79
NTDB id 291 STER RS01205 WP 011680685.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIK 79
consensus ***!**!*!*!**!!**!!!!!***!!!!!!!!!!!!!!!!!!*!****!*!!*!!*!!!!!!!!!!!!!**!!**!*!
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NTDB id 1030405 AB3Q54 RS07810 WP 369351531.1 KGMAVSLILGENGKVSKINTSQKVSLMGGIGLELADWDLVDELYISGYENGNEDELKRYEVDHDALLVEHDGTEVQIAPR 159
NTDB id 323 STU RS10650 WP 011225396.1 TGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLG...ETKTYEVDHDATIVEEDGTELRIAPK 156
NTDB id 291 STER RS01205 WP 011680685.1 TGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLG...ETKTYEVDHDATIVEEDGTELRIAPK 156
consensus *!***!!*!!**!!!**!!*!****************!!*!*!*!*!***! !*!*!!!!!!!**!!*!!!!**!!!*
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LKATGDQALIVEAVIANGKVDKTVNTDWTD
NTDB id 1030405 AB3Q54 RS07810 WP 369351531.1 DVQFQSAPLVSRMLTNFAGPFNNFILAIVAFALVAVLQGGVKTMTNTIASVQPNSVAHQAGIKAGDQLVEVAGVKTNDWT 239
NTDB id 323 STU RS10650 WP 011225396.1 DVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWD 236
NTDB id 291 STER RS01205 WP 011680685.1 DVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWD 236
consensus !!!*!*!****!**!!!!!!*!!!!!****!***!**!!!!*********!*****!***!*!*!!**!*****!**!!*
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NTDB id 1030405 AB3Q54 RS07810 WP 369351531.1 KLAQTISERPGKK.....TTVVVKRQSTR.LKFELTPKATQVNGQKVGLIGITSKLTVNRSPLAIIGYGFKESWQVTIQV 313
NTDB id 323 STU RS10650 WP 011225396.1 SLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQK....SQGSYFLGVSPVLKT..GLKDKIFGGFQMAWEGATAI 310
NTDB id 291 STER RS01205 WP 011680685.1 SLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQE....SQGSYFLGVSPVLKT..GLKDKIFGGFQMAWEGATAI 310
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logo LAATLKNGMLVITKTGNFNSLNQKLGGPVAMYFSQFMTSSAQAASHEYSGLAI SVI ILMDLLMGLMLS INLGI FNLLIP IPALDGGKI LVLMNI I EA IRGRKPLDNPQ
NTDB id 1030405 AB3Q54 RS07810 WP 369351531.1 LAALKNMVTKGFNLNQLGGPVAMYSFTSQAAHYGLASVIMLLGLLSINLGIFNLLPIPALDGGKILLNIIEAIRGKPLDP 393
NTDB id 323 STU RS10650 WP 011225396.1 LATLKGLI.TNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQ 389
NTDB id 291 STER RS01205 WP 011680685.1 LATLKGLI.TNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQ 389
consensus !!*!!*** **!*!!*!!!!!!!*****!!***!!*!***!*!*!!!!!!!!!!*!!!!!!!!!!**!!!!!!!*!!!**
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NTDB id 1030405 AB3Q54 RS07810 WP 369351531.1 NKEMIVTVAGFAFLLILMVLVTWNDIARYFLH 425
NTDB id 323 STU RS10650 WP 011225396.1 EIESYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
NTDB id 291 STER RS01205 WP 011680685.1 EIESYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
consensus **!***!*!!*!****!!**!!!!!!*!*!*

X non conserved

X similar

X ≥ 50% conserved


