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NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 1030387 AB3Q54 RS00040 WP 172573726.1 MINNVVLVGRLTRDPDLRFTPSGVATANFTLAVDRNFTNQQGQRDADFINCVVWRKAAENFANYTHKGSLVGIEGRIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
consensus !*!*!!!!!!!!*!**!!*!**!*!***!**!!*!*!!!**!*!*!!!!!!!*!!* !!!*!!***!!!!*!**!!*!!!

logo NYENQQGQRVFYVTEVQVAVDESSNVFQSLFLEPSRKANTGQTAGTDEGAQSGSGGRYNREQQGDNSGAGSGGQGNQFYANPFQGGQGQYNQADNPFYGGSTPNAQANSNGQARSRQPQSGFTNSNPQQTGNAN
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGGYNEGNSGGGQY..FGGGQNDNPFGGNQNNQRR............. 145
NTDB id 1030387 AB3Q54 RS00040 WP 172573726.1 NYENQQGQRVYVTEVVVSNFSFLESKAQADA....YRQQNGGGQGYAPQGQGYQANPYGTPAANQAQPSGFTNN.....N 151
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQ....R.QGDGASQNFN............SNQSNGSQQSGFTSPQQTGNA 143
consensus !!!!!!!!!!*!!!!*******!!** ** * ********* * * * ******* !* * ****
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NTDB id 113 BSU 40900 NP 391970.1 NQGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 1030387 AB3Q54 RS00040 WP 172573726.1 TSEAQPSADPFADNGDTIDIADNDLPF 178
NTDB id 624 LCA RS00040 WP 011373726.1 PAANNTQADPFANNGQAIDISDDDLPF 170
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