
logo MLLFKMKKVIRKAGVLLYALLFMSAI FASLLFLQFYLGNRVQVAATERQNHQVAQLSAASKAYL IAQDLTVQDDLADKEDKNSFGAQLTFNQHGRSTSWYKHRKRQGE
NTDB id 1030378 AB6M97 RS10165 WP 121835588.1 MLLKKKVRAGVLLYALLMSAIFALLLQFYLGRVQAAERQNHVQLSAAKAYLIAQLTVDDADEKSGALTFNQGRSTWKRRG 80
NTDB id 400 FSA28 RS09375 WP 002263441.1 MLFMKKIKAGVLLYALFMSAIFSLFLQFYLNRVVATERQNQAQLSASKAYLIADLTQDLAKDNFGQLTFNHGRSSYHKQE 80
NTDB id 391 SMU RS09005 WP 002263441.1 MLFMKKIKAGVLLYALFMSAIFSLFLQFYLNRVVATERQNQAQLSASKAYLIADLTQDLAKDNFGQLTFNHGRSSYHKQE 80
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