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TGKDGTAVYTIRMI LPLGGYVRMAGWGDEDTTE IKT

NTDB id 1030365 AB6M97 RS09140 WP 121836339.1 MLGILSFIAIFGIIVTVHEFGHFYFAKKSCILVREFAIGMGPKIFAHIGKDGTAYTIRMLPLGGYVRMAGWGDDTTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
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NTDB id 1030365 AB6M97 RS09140 WP 121836339.1 GTPAAITISADGIVTRINLSGKQVDKTALPINITSYDLENELSLSGLVLDEQKTYKVHHDATIIEEDGTEIRIAPLDVQY 160
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
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VF IVI LVAFMVQGGVEQNDLTDSSTTNQL IRQAVTAENNGGAFAAQKVASGGLQKTGDRAI LVSAI SNGKVDAKVSTNDWSDESLQKKE

NTDB id 1030365 AB6M97 RS09140 WP 121836339.1 QNATIPGRMLTNFAGPMNNFILGIIIFIVLVFMQGGVENLDSTQIRATENGAFAKAGGQTGDRILSISGVAVSNWSELQK 240
NTDB id 291 STER RS01205 WP 011680685.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
NTDB id 323 STU RS10650 WP 011225396.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
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logo AVLGRSETNTQKFSSKPGSDTSLDSVETVEKKRFSSNGEQKEKEVTLI SVTKPVQKENSSQGASFYYF ILGVMSPSVLKTSGFLLKDKIQFGGF IQKMAWQETGTAFTHAI LNAATLKGL ITN
NTDB id 1030365 AB6M97 RS09140 WP 121836339.1 AVGSTT....SPSTLDVEVEKFSGEKKVLSVTPVENSGAFYIGVMPSLKTSFLDKIQGGFIKAWQTTFHILNALKGLITN 316
NTDB id 291 STER RS01205 WP 011680685.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
NTDB id 323 STU RS10650 WP 011225396.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
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MNI LI EA IRRKPLKNQETI ETSYVITLAGV

NTDB id 1030365 AB6M97 RS09140 WP 121836339.1 FSLDKLGGPVAMYQMSNQAAASGIESVLYLMAMISINLGIFNLIPIPALDGGKIVINILEAIRRKPLKQETETYVTLAGV 396
NTDB id 291 STER RS01205 WP 011680685.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
NTDB id 323 STU RS10650 WP 011225396.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
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logo AI
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NTDB id 1030365 AB6M97 RS09140 WP 121836339.1 AIMVVLMIAVTWNDIMRVFF 416
NTDB id 291 STER RS01205 WP 011680685.1 AVMVVLMIAVTWNDIMRAFF 420
NTDB id 323 STU RS10650 WP 011225396.1 AVMVVLMIAVTWNDIMRAFF 420
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