
logo MSDENRSTHLEEKYTWDLTTI FAPTDAADWEETELYAESLTNVQDLVDKAKAKSAELYAGHLLDSASAKNSLFLGKATTELTYMGSLMRRLEKI
LYVYASMKND

NTDB id 1030356 AB6M97 RS07330 WP 369350494.1 MSENRSHLEEKYTWDLTTIFPTDAAWEEELASLNQDVDAAKELAGHLLDSSASLFKTTETYMGLMRRLEKLYVYASMKND 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKND 80
consensus !!*!!*!!!!!!!!!!!!!!*!!! !! ! ! !!* ! !!!!!!! ! !! !! !!!!!!!*!!!!!!!!!

logo

E
QDTTVAGLYYQELYQAKAGSANLYASKQLSEGATFAFYFYEPEFMALDSDEEKAKLYAEFKVEKEQETPEGLEGLYDNHHYFERLFLAKNTKDEHVLSQEAEELLAAGA

NTDB id 1030356 AB6M97 RS07330 WP 369350494.1 EDTTVAYYQELQAKAGALYAKLSGTFAFYEPEFMALSEEAYAEFVKETPELELYNHHFERLFKTKEHVLSQEAEELLAGA 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAA 160
consensus !!!!* !!! !!!! !! !! !!**!!!!!!! * !!! ! ! !! !*!!!! !*!!!!!!!!!!!!*!

logo

G
Q
D
E I FNSGAPSTDETFNSVLDNADIALFPWVSTDNDGKQGDEVEVELTHGNFYI STLMESKDNRDE I

VRKQGAYEAMYGTYEQFQHTYAKQTLQGTNVVKVH
NTDB id 1030356 AB6M97 RS07330 WP 369350494.1 QEIFSGASETFSVLDNADIAFPWVTNDKGEVEELTHGNYISLMESKNREVRQGAYEAMYGTYEQFQHTYAKTLQTNVKVH 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVH 240
consensus *!! !***!! !!!!!!! !!!!* !*! !!!!!!*!*!!!!! !**! !!!!!!!!!!!!!!!!!! !!! !!!!

logo NYKQAKVRHFYKNSAREHAALMASANF IPEASVYDSTLLEASVNAKHLPLLHRYI
L
D
KLRKQKVLGLDDELKMYDMVYTAPLSETVDEMTAI

LTYDEEASLKV
NTDB id 1030356 AB6M97 RS07330 WP 369350494.1 NYKAKVRHFKSAREAAMSANFIPEAVYDTLLEAVNAHLPLLHRYIKLRQKVLGLDDLKMYDMYTALSEVDMAITYDEALV 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 NYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETALTYEESLK 320
consensus !! !!!!!* !!!*!!* !!!!!! !!!*!!! !! !!!!!!!!* !! !!!!!!*!!!!!*!!*!!! * !*!!*! !

logo KAEEKVLAS IVFLGDEDEYASAKGRVHKARAFTERWIDVHPVNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFYTLVHETGHSLMHSATFYTREQNT
NTDB id 1030356 AB6M97 RS07330 WP 369350494.1 KAEKVLSVLGDDYAARVKRAFTERWIDVHVNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLYTLVHETGHSMHSAYTREN 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQT 400
consensus !!! !! * !**! !* !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!*!! *!!

logo QPYVYGDYPS I FLAE IASTTNENI LMTEATLLAKEVEKDDKQTRFAI LNHYLDGFKRGTI
VFRQTQFAEFEHAIHEVADAQNSGEQI

VLTASDFY
NTDB id 1030356 AB6M97 RS07330 WP 369350494.1 QPYVYGDYSIFLAEIASTTNENIMTEALLAEVEDDKQRFAILNHYLDGFRGTIFRQTQFAEFEHAIHVADQNGEVLTSDY 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADF 480
consensus !!!!!!!!*!!!!!!!!!!!!!!*!! !! !! !!! !!!!!!!!!!!!*!!*!!!!!!!!!!!!!! !! ! *!! !*

logo

L
MNKNLYAGDSLNEKYYGNI

L
K
SAEDNPYE IQFYEWAER IPHFYMYNYYVYQYATGFAAANSFYLADEKR IVHGTEQEDKDEAKYLDTYLKAGNSSDYAPL

NTDB id 1030356 AB6M97 RS07330 WP 369350494.1 LNNLYGSLNEKYYGISAEDNPEIQYEWARIPHFYYNYYVYQYATGFAAANFLADRIVHGTQEDKDKYLDYLKAGNSDYAL 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPL 560
consensus *! !!* !!!!!! * !!!!*!!!*!! !!!!!! !!!!!!!!!!!!!! *!!**!!!!! !!!* !! !!!!! !!!*!



logo

E
NVIAKKAGVDMTKNTVDYLDNAAFKVFEDERLTVELEALVEKGVHLS

NTDB id 1030356 AB6M97 RS07330 WP 369350494.1 NVIAKAGVDMTKVDYLNAAFKVFEERLTELEALVEKGVHL. 600
NTDB id 480 HSISS4 RS02090 WP 002890133.1 EVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus !! !!!!!!! !!! !!!!!!!*!! !!!!!!!!!!!!*

X non conserved

X similar

X ≥ 50% conserved


