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AYDKTNKSTESNDNSTTEKSQAVADKNNKVQKNDTAVVSVI

NTDB id 425 SGO RS10525 WP 012131081.1 .MKNSSNFFKKTL.QVFIVLLVGFIGGVAGTWGFSYFSTPHSATN.NNQKTATTVTTSYKNSNSTTEAVDKVKDAVVSVI 77
NTDB id 539 SM12261 RS09395 WP 000681587.1 .MKHLKTFYKKGF.QLLVVIVISFFSGALGSFSINQLTQKSTEST..SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVI 76
NTDB id 256 KZH43 RS10270 WP 000681597.1 .MKHLKTFYKKWF.QLLVVIVISFFSGALGSFSITQLTQKSSVNN..SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVI 76
NTDB id 215 SPD RS10945 WP 000681597.1 .MKHLKTFYKKWF.QLLVVIVISFFSGALGSFSITQLTQKSSVNN..SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVI 76
NTDB id 181 SPR RS10425 WP 000681597.1 .MKHLKTFYKKWF.QLLVVIVISFFSGALGSFSITQLTQKSSVNN..SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVI 76
NTDB id 145 SP RS11450 WP 000681597.1 .MKHLKTFYKKWF.QLLVVIVISFFSGALGSFSITQLTQKSSVNN..SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVI 76
NTDB id 1030329 AB6M99 RS11030 WP 121835377.1 ....MKKTFS.SLLKFILISCTGFIGGIVATFL..MLQSNKFTSTSTNNTQTTVSKVSYKNTNDTTSAVANVQDAVVSVI 73
NTDB id 381 SMU RS09890 WP 002262650.1 MNNTKSHPFLKWFIPFLV.IFLTFILGVISTLTFNWITGN...KSFSNNGKTTVSNVIYDTKSNTTKAVKNVKNTVVSVI 76
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NTDB id 425 SGO RS10525 WP 012131081.1 TYSESNSDAI...FDN..NNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNKVPGEIVGTDTYS 152
NTDB id 539 SM12261 RS09395 WP 000681587.1 TYSANRQNSV...FGN..DDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFS 151
NTDB id 256 KZH43 RS10270 WP 000681597.1 TYSANRQNSV...FGN..DDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFS 151
NTDB id 215 SPD RS10945 WP 000681597.1 TYSANRQNSV...FGN..DDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFS 151
NTDB id 181 SPR RS10425 WP 000681597.1 TYSANRQNSV...FGN..DDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFS 151
NTDB id 145 SP RS11450 WP 000681597.1 TYSANRQNSV...FGN..DDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFS 151
NTDB id 1030329 AB6M99 RS11030 WP 121835377.1 NYQSQQNNSFQNVFG....NSPSGELAVASEGSGVIYKKDGKFAYIVTNNHVIEGAEQIEILFADGTKVVGELVGSDTYS 149
NTDB id 381 SMU RS09890 WP 002262650.1 NYQKTDNSYYNYDSGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKKVVGKLVGSDTYS 156
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NTDB id 425 SGO RS10525 WP 012131081.1 DISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTIATQAIQTDAAINP 232
NTDB id 539 SM12261 RS09395 WP 000681587.1 DIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINP 231
NTDB id 256 KZH43 RS10270 WP 000681597.1 DIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINP 231
NTDB id 215 SPD RS10945 WP 000681597.1 DIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINP 231
NTDB id 181 SPR RS10425 WP 000681597.1 DIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINP 231
NTDB id 145 SP RS11450 WP 000681597.1 DIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINP 231
NTDB id 1030329 AB6M99 RS11030 WP 121835377.1 DLAVVKISSESVKTVATFADSETLTVGETAIAIGSPLGSEYANSVTEGIVSSLSRTVTMKNEQGETISTNAIQTDAAINP 229
NTDB id 381 SMU RS09890 WP 002262650.1 DLAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETISTNAIQTDAAINP 236
consensus !**!**!****!**!!*!**!****!!!*!!!!!!!!!!*!!!*!!*!!!!!!*!*!****!*!**!*!*!!!!!*!!!!

logo GNSGGAPLVINIKQGQVIG INTSSKI SANSTSTSNNTSLTNSGSGSVTASVEGMLGFAIPSANDVAVIKSNI INEQLEEKNGEKVI
N
V
TRPALGI STQMAVGNLNSSENAILVNSSTNSFGSDRSI

NTDB id 425 SGO RS10525 WP 012131081.1 GNSGGPLVNIQGQVIGITSSKIANTN...NGSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQMVNLSSLSSSSS 309
NTDB id 539 SM12261 RS09395 WP 000681587.1 GNSGGPLINIQGQVIGITSSKIAT.....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNINTSDI 306
NTDB id 256 KZH43 RS10270 WP 000681597.1 GNSGGPLINIQGQVIGITSSKIAT.....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDI 306
NTDB id 215 SPD RS10945 WP 000681597.1 GNSGGPLINIQGQVIGITSSKIAT.....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDI 306
NTDB id 181 SPR RS10425 WP 000681597.1 GNSGGPLINIQGQVIGITSSKIAT.....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDI 306
NTDB id 145 SP RS11450 WP 000681597.1 GNSGGPLINIQGQVIGITSSKIAT.....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDI 306
NTDB id 1030329 AB6M99 RS11030 WP 121835377.1 GNSGGALINIQGQVIGINSSKISSTSTSLTGGSSVEGMGFAIPSNDVVKIINQLEKNGKVNRPALGITMVGLNELSTNFI 309
NTDB id 381 SMU RS09890 WP 002262650.1 GNSGGALINIKGQVIGINSSKIASSNNS.NSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISMANLSEASTSGR 315
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NTDB id 425 SGO RS10525 WP 012131081.1 DRLKLPDNVKNGVVVRSTQTGMPADGKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTYYRDGKEQTTTIKLTK 389
NTDB id 539 SM12261 RS09395 WP 000681587.1 RRLNIPSNVTSGVVVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLDK 386
NTDB id 256 KZH43 RS10270 WP 000681597.1 RRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNK 386
NTDB id 215 SPD RS10945 WP 000681597.1 RRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNK 386
NTDB id 181 SPR RS10425 WP 000681597.1 RRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNK 386
NTDB id 145 SP RS11450 WP 000681597.1 RRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNK 386
NTDB id 1030329 AB6M99 RS11030 WP 121835377.1 FQLKLPEDVTSGIVVASTQDNMPASGKLQKYDVITEIDEETVASSSDLQSILYGHTIGDTIKVTLYREGKKQTATIILDK 389
NTDB id 381 SMU RS09890 WP 002262650.1 DTLKIPSDVTSGIVVLSTQSGMPADGKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTFYREKDKQTVEIQLTK 395
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NTDB id 425 SGO RS10525 WP 012131081.1 STDDLSSE 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 SSGDLES. 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 SSGDLES. 393
NTDB id 215 SPD RS10945 WP 000681597.1 SSGDLES. 393
NTDB id 181 SPR RS10425 WP 000681597.1 SSGDLES. 393
NTDB id 145 SP RS11450 WP 000681597.1 SSGDLES. 393
NTDB id 1030329 AB6M99 RS11030 WP 121835377.1 TTQDLTSN 397
NTDB id 381 SMU RS09890 WP 002262650.1 TSQDLNH. 402
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