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VTQNMGVDGLLMENADKYGN
NTDB id 1030318 AB6M99 RS10085 WP 369350711.1 MKNKGKLLALAGVTLVSAAVLAACGGNSSAPKSEGASKVYNYVYASDPKSLDYILTNQSATSALITQMVDGLLENDKYGN 80
NTDB id 475 HSISS4 RS07005 WP 021143809.1 .MKKSKWLALAGVALLSVGALAACSSKSS.....TSGTTYGYVYNSDPESLDYITSNTGPTKTAVTNGVDGLMEADKYGN 74
NTDB id 324 STU RS16140 WP 011226306.1 .MKKSKWLALAGVALLGVGVLAACSSKSN.....TSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGN 74
NTDB id 292 STER RS06940 WP 011681419.1 .MKKSKWLALAGVALLGVGVLAACSSKSN.....TSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGN 74
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NTDB id 1030318 AB6M99 RS10085 WP 369350711.1 LVPSLAEDWKVSEDGLTYTYTLREGVSWYTSDGEEYAPVVAEDFVTGLKHAIDKDSESLYVIQDSIKNLNEYKEGK.VKF 159
NTDB id 475 HSISS4 RS07005 WP 021143809.1 LVPSVAEDWSVSQDGLTYTYKIRKGVKWYTSDGEEYADVTAKDFVTGLKHAADGKAGALYLVQDSIAGLSDYLSGANKDF 154
NTDB id 324 STU RS16140 WP 011226306.1 LVPSVAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDF 154
NTDB id 292 STER RS06940 WP 011681419.1 LVPSVAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDF 154
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VKALIDDERYTVLQYTLNKAKQPEPYWNSKTTYGS ILMLSFPVNAEKDFLEKSNKGKDFGSKSTDPSTS I LVYNGAPYFFLLSKESYLTAKTSSMI SEFLTVKNDE
NTDB id 1030318 AB6M99 RS10085 WP 369350711.1 EEVGIKALDERTVQYTLNAPEPYWNSKTTYSIMFPVNAKFLESKGKDFGS.TDPSSILVNGAYFLSEYTAKTSMSFTKND 238
NTDB id 475 HSISS4 RS07005 WP 021143809.1 SNVGVKAIDDYTLQYTLKKPEPYWNSKTTYGLLSPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELTKNE 234
NTDB id 324 STU RS16140 WP 011226306.1 SNVGVKAIDEYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNE 234
NTDB id 292 STER RS06940 WP 011681419.1 SNVGVKAIDDYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNE 234
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NTDB id 1030318 AB6M99 RS10085 WP 369350711.1 AYWDVDNLTLDEVKLTYFDGEDIGSLYTNFDKGAYNVATLNPNDPTYADAKKKYPDAITYGMQDATTYFASINTNRSNFT 318
NTDB id 475 HSISS4 RS07005 WP 021143809.1 NYWDKKNVHFDAIKLSYYDGSDQEALERGFTDGAYSLARVYPTSSNYSSVEKKYKDNIYYTAPGASTSAIGVNIDRQSYK 314
NTDB id 324 STU RS16140 WP 011226306.1 HYWDKKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGINLDRQSYK 314
NTDB id 292 STER RS06940 WP 011681419.1 HYWDKKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIFYTAPGASTSAIGINIDRQSYK 314
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NTDB id 1030318 AB6M99 RS10085 WP 369350711.1 NSK.KDAAAQESTKKALLNQDFRQAITFAFDRGSWNAQRAGEDAREKALRSMLTAPTFVSIGEESYGQVVQKELASIGDE 397
NTDB id 475 HSISS4 RS07005 WP 021143809.1 FSAKKTDAEKTSTKKALLNKDFRQSINFAIDRTAYQSQMNGKDGAALALRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDE 394
NTDB id 324 STU RS16140 WP 011226306.1 YTAKKTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLAVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDE 394
NTDB id 292 STER RS06940 WP 011681419.1 YTAKKTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLGVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDE 394
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NTDB id 1030318 AB6M99 RS10085 WP 369350711.1 WKDVKLDDAQDGLYNADKAKAEFAKAKEALGS.EVTYPIQLDFPVDQADTVAVQRAQSMKQSIEASLGKENVQLNIIELD 476
NTDB id 475 HSISS4 RS07005 WP 021143809.1 WSGVNFTDGQDGLYNAEKAKTEFAKAKETLQADGVQFPIHLDLPVDQSSKINVAQAQSLKQTIEQSLGSDNVVIDVNQLS 474
NTDB id 324 STU RS16140 WP 011226306.1 WSGVNFADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVIDINQLS 474
NTDB id 292 STER RS06940 WP 011681419.1 WSGVNLADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVNQSSKLNVAQVQSLKQTIEKSLGSENVVIDINQLS 474
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NTDB id 1030318 AB6M99 RS10085 WP 369350711.1 NDTYLNSTYYAEDVSQQDYDLTI.SGWGPDYADPRSYLDIFNVENGANAQKIGVMPGKNQDIAKALGLDTFTADLTAANA 555
NTDB id 475 HSISS4 RS07005 WP 021143809.1 SDDIQNATLNAANAAAEDWDISNGVIWGPDYQDPSTYLDIFKTTSSENTKTFMGYDDPNNAAAAQVGLKDYDALLDSAAS 554
NTDB id 324 STU RS16140 WP 011226306.1 SDDLENVTLNAANAAAEDWDISNSVAWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAAS 554
NTDB id 292 STER RS06940 WP 011681419.1 SDDLENATLNAANAAAEDWDISNSVGWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAAS 554
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VKLPQEEKPVVTAKKQEYDEKQASKR
NTDB id 1030318 AB6M99 RS10085 WP 369350711.1 IIDDLDARFTAQAKAEAKLLDQAVVIPLIS.LGGTPRVSKAVPFSGRYSVSGVKG..SDVYKGIKLQEEPVTAKQYDKAK 632
NTDB id 475 HSISS4 RS07005 WP 021143809.1 ETTDLNARYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASMQVGDKNS.SDYFKYVKPQEKVVTKKEYEQSR 633
NTDB id 324 STU RS16140 WP 011226306.1 ETSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPAISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSR 634
NTDB id 292 STER RS06940 WP 011681419.1 ETSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSR 634
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NTDB id 1030318 AB6M99 RS10085 WP 369350711.1 AAWLEEKAKSNAEAQKALADHVAK 656
NTDB id 475 HSISS4 RS07005 WP 021143809.1 EKWLKEKKASNEKAQKDLEKHVK. 656
NTDB id 324 STU RS16140 WP 011226306.1 EKWLKEKKESNEKAQKDLEKHVK. 657
NTDB id 292 STER RS06940 WP 011681419.1 EKWLKEKKESNEKAQKDLEKHVK. 657
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