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NTDB id 259 KZH43 RS03480 WP 000491790.1 MFSKLKKTW..YADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLEN 78
NTDB id 218 SPD RS03780 WP 000491790.1 MFSKLKKTW..YADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLEN 78
NTDB id 184 SPR RS03565 WP 000491790.1 MFSKLKKTW..YADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLEN 78
NTDB id 148 SP RS03910 WP 000491790.1 MFSKLKKTW..YADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLEN 78
NTDB id 1030295 AB6M99 RS05745 WP 121834666.1 .MVKIVTLWRTDKENPKTFLRFLSVFTGIFFVMTVIILQVIRMGIYSSVDTSLTNAVASVDAYVNMAMTRNFYV.NNTDT 78
NTDB id 363 SMU RS05195 WP 002262215.1 ..MLIKLRKQKQDENISFFSHFFAVFTGIFFVMTVIIIQVMHFGIYSSVDNSLKIATENVNDYVNMTLSHNNPI.TEAEN 77
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NTDB id 259 KZH43 RS03480 WP 000491790.1 ARA..DASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISS 156
NTDB id 218 SPD RS03780 WP 000491790.1 ARA..DASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISS 156
NTDB id 184 SPR RS03565 WP 000491790.1 ARA..DASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISS 156
NTDB id 148 SP RS03910 WP 000491790.1 ARA..DASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISS 156
NTDB id 1030295 AB6M99 RS05745 WP 121834666.1 AVIIEAFPNKEKPKEKMMNVDALFYDENGNLFNTADAFSNFSNVALNVKHLGKIIEGDTVSPYGQLESYHAITVAVDNA. 157
NTDB id 363 SMU RS05195 WP 002262215.1 GDA..SFK.VKSNGQMAANTDTILYDKKHNVINNVNAFSSLYHIRPKLKDIGDIVEQEAKNIYGQTEKYRTVTVKVNND. 153
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NTDB id 259 KZH43 RS03480 WP 000491790.1 VSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQ 236
NTDB id 218 SPD RS03780 WP 000491790.1 VSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQ 236
NTDB id 184 SPR RS03565 WP 000491790.1 VSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQ 236
NTDB id 148 SP RS03910 WP 000491790.1 VSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQ 236
NTDB id 1030295 AB6M99 RS05745 WP 121834666.1 SYPQVKYATFLVSIKQIEESTKRSFTIIMTVMILFWFVSIGVSVYLAYWSRKPIVESYEKQKSFVENASHELRTPLAVLQ 237
NTDB id 363 SMU RS05195 WP 002262215.1 FYPQIKFATIVINTTQLEEANTRYVTIIISVMIVFWLISVIASVYLAKWSQKPILENYEKQKSFVENASHELRTPLAVLQ 233
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NTDB id 259 KZH43 RS03480 WP 000491790.1 NRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRF 316
NTDB id 218 SPD RS03780 WP 000491790.1 NRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRF 316
NTDB id 184 SPR RS03565 WP 000491790.1 NRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRF 316
NTDB id 148 SP RS03910 WP 000491790.1 NRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRF 316
NTDB id 1030295 AB6M99 RS05745 WP 121834666.1 NRLESLFRRPDSTVLENSENIASSLEEVRNMRLLTTNLLNLARRDDGLQLEITEISPTFFSDIFNNYQMIAEDAQKEFTS 317
NTDB id 363 SMU RS05195 WP 002262215.1 NRLESLFRKPEATILDSSESIASSLEEVRNMRMLTANLLNLARRDDGIKPEITEIQPRFFDDTFKNYEMIARENGKKLHI 313
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NTDB id 259 KZH43 RS03480 WP 000491790.1 ENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQ 396
NTDB id 218 SPD RS03780 WP 000491790.1 ENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQ 396
NTDB id 184 SPR RS03565 WP 000491790.1 ENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQ 396
NTDB id 148 SP RS03910 WP 000491790.1 ENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQ 396
NTDB id 1030295 AB6M99 RS05745 WP 121834666.1 QNLVNRSIKSDKTLLKQLMTILFDNAVKYTSDDGKIHFEVRTTDKHFYITAMDDGFGIKDEDKKKVFDRFYRVDKARTRQ 397
NTDB id 363 SMU RS05195 WP 002262215.1 INKVNRQIKTDKTLLKQLMTILFDNAVKYTDNDGEIWLDVKTTDRSLIFSVADNGQGISDEDKKKIFDRFYRVDKARTRQ 393
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NTDB id 259 KZH43 RS03480 WP 000491790.1 KGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 218 SPD RS03780 WP 000491790.1 KGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 184 SPR RS03565 WP 000491790.1 KGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 148 SP RS03910 WP 000491790.1 KGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 1030295 AB6M99 RS05745 WP 121834666.1 KGGFGLGLSLAKQITDSLGGQITIKDNTPKGSIFEVKL.......... 435
NTDB id 363 SMU RS05195 WP 002262215.1 KGGFGLGLSLAKQITDSLKGSIIVKDKKPQGVMFEARLLANK...... 435
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