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NTDB id 1030293 AB6M99 RS04925 WP 121834481.1 MNKKQNKTGLSLLALLVTVAVGLFGGSSTGLFDRLGISLTGHQTQQAASHIEAAEGTPSQALAESVLSSEVRKQ.LGTIE 79
NTDB id 262 KZH43 RS08770 WP 001036779.1 MNKKTRQTLIGLLVLLLLST.........GSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLE 71
NTDB id 221 SPD RS09380 WP 001036779.1 MNKKTRQTLIGLLVLLLLST.........GSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLE 71
NTDB id 187 SPR RS08930 WP 001036779.1 MNKKTRQTLIGLLVLLLLST.........GSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLE 71
NTDB id 152 SP RS09870 WP 001036779.1 MNKKTRQTLIGLLVLLLLST.........GSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLE 71
consensus !!!!***!***!!*!!**** !******************!****!***!!!!!!!!!!***!**!**!**!

logo WNGASGAF I IVNDGNKTSNLNDADKVASSLKPYATDNQKTKRTVQGGKKEVTVPVTNVGANALLASKSATRQYKNREKQETGQNGRSTDSFWRTPAPGWHQI
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NTDB id 1030293 AB6M99 RS04925 WP 121834481.1 WNGAGAFIINDNKTSLNADVASLPYATNQTKRVQGKVVPVNGNALLAKSTRQYKNREQTGQGRTDFRPAGWHQIHDLKGE 159
NTDB id 262 KZH43 RS08770 WP 001036779.1 WNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGS 151
NTDB id 221 SPD RS09380 WP 001036779.1 WNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGS 151
NTDB id 187 SPR RS08930 WP 001036779.1 WNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGS 151
NTDB id 152 SP RS09870 WP 001036779.1 WNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGS 151
consensus !!!*!!!!*!*!!!*!*!*!*!*!!!*!*!!*!****!!***!!!!*!*!!!!!!!**!!*!*!***!*!!!!***!!!*
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VDRGHL ILGYALVIGGLSDGFDASTSNPEKNIAVQTAWSANQANQLAENYSTGQNYYESLKVRKALDNQNKRVRYRVTL IYYEAGSNDEND
NTDB id 1030293 AB6M99 RS04925 WP 121834481.1 FDHAIDRGHLIGYALVGGLSGFDASTSNPENIAVQTAWSNQANLENSTGQNYYESLVRKALDNNKRVRYRVTLIYEG.DN 238
NTDB id 262 KZH43 RS08770 WP 001036779.1 YTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNED 231
NTDB id 221 SPD RS09380 WP 001036779.1 YTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNED 231
NTDB id 187 SPR RS08930 WP 001036779.1 YTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNED 231
NTDB id 152 SP RS09870 WP 001036779.1 YTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNED 231
consensus **!!*!!!!!*!!!!*!!!*!!!!!!!!!*!!!!!!!!*!!!**!*!!!!!!!!!*!!!!!!*!!!!!!!!!!*!*****

logo L IVAPSGASHQLI EAKSSDGELEFNVFLVPNVQDKGLTQVLDYYRSTGKE I
VTTVVTEQ

NTDB id 1030293 AB6M99 RS04925 WP 121834481.1 LIASGSHLEAKSSDGELEFNVFVPNVQDGLTVDYYSGKITTVE 281
NTDB id 262 KZH43 RS08770 WP 001036779.1 LVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 221 SPD RS09380 WP 001036779.1 LVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 187 SPR RS08930 WP 001036779.1 LVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 152 SP RS09870 WP 001036779.1 LVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
consensus !**!*!**!!!!!!!!!!!!!*!!!!!*!!**!!**!**!***
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