
logo MMTEKTGFKRYS I LASGSSGNSFYLETPKQKRI L IVDAGLSGKKI SVQSLLMADE IDRKPVDEDLVDAI LVTHEHKDHIHGVGVLARKYGNLD
NTDB id 1030292 AB6M99 RS04545 WP 245962669.1 MMEKGFKYSILASGSSGNSFYLETPKKRILVDAGLSGKKIVSLLDEIDRKPEDLDAILVTHEHKDHIHGVGVLARKYNLD 80
NTDB id 383 SMU RS06875 WP 002262928.1 MTETGFRYSILASGSSGNSFYLETPQKRILIDAGLSGKKISQLMAEIDRKVDDVDAILVTHEHKDHIHGVGVLARKYGLD 80
consensus ! ! !!*!!!!!!!!!!!!!!!!!! !!!!*!!!!!!!!! !* !!!!!**!*!!!!!!!!!!!!!!!!!!!!!!! !!

logo VYANASAKTWQAMDGKMI
LGKI

LDVSQKHI FDELTGKTVI
LTFDGDIDI ESFAGVSHDAAVAQPQFYRFLMKDDGKSFVI

MLTDTGYVSDRMASDGI
L I

NTDB id 1030292 AB6M99 RS04545 WP 245962669.1 VYANSKTWQAMDKMLGKLDVSQKHIFETGKVLTFDDIDIESFAVSHDAVAPQFYRFMKDDKSFVMLTDTGYVSDRMSGII 160
NTDB id 383 SMU RS06875 WP 002262928.1 VYANAATWQAMDGMIGKIDVSQKHIFDLGKTITFGDIDIESFGVSHDAAQPQFYRLMKDGKSFVILTDTGYVSDRMADLI 160
consensus !!!! !!!!!! !*!!*!!!!!!!!* !! *!! !!!!!!!*!!!!! !!!!! !!! !!!!*!!!!!!!!!!! *!

logo ENADAGYL I EASNHDI E I LRASGI
SYPWSLTKQRI LSDKYGHLSNDEADGAEQATMI

V
D
R
S
TLGNKRTKQKIYLGHLSKENNI

VKELAHLMTMVKNANL
NTDB id 1030292 AB6M99 RS04545 WP 245962669.1 ENADAYLIEANHDIEILRAGSYPWSTKQRILSDYGHLSNEAGAQAMIDSLGNRTQKIYLGHLSKENNIKELAHLTVKNNL 240
NTDB id 383 SMU RS06875 WP 002262928.1 ENADGYLIESNHDIEILRSGIYPWSLKQRILSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLSKENNVKELAHMTMKNAL 240
consensus !!!!*!!!! !!!!!!!! ! !!!! !!!!!!! !!!!!* !! !* *!!!*! !!!!!!!!!!!!*!!!!!*!*!! !

logo

A
MQADI

L
A
DVDEHRDTFVKI LYDTSPDTALTPLATKQI

NTDB id 1030292 AB6M99 RS04545 WP 245962669.1 AQADIDVERTVKILDTSPDTATPLTQI 267
NTDB id 383 SMU RS06875 WP 002262928.1 MQADLAVDHDFKIYDTSPDTALPLAKI 267
consensus !!!* !** !! !!!!!!! !! !

X non conserved

X similar

X ≥ 50% conserved


