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NTDB id 1029 TT RS02230 WP 011228203.1 66
NTDB id 1113 AAA85695.1 219..1451( ) 71
NTDB id 1112 NGFG RS09215 WP 003689811.1 71
NTDB id 1169 A1552VC RS11075 WP 000648511.1 69
NTDB id 1402 DSB67 RS12670 WP 010643257.1 68
NTDB id 1252 GC085 RS07730 WP 011213805.1 68
NTDB id 103008 AACH36 RS18655 WP 026456598.1 T4
NTDB id 1198 PSJM300 03950 AFN76868.1 67
NTDB id 1016 ACIAD RS01680 WP 004920476.1 MAAKKTQVMP VA . e 70
NTDB id 1059 ABD1 RS01610 WP 000279215.1 MAVKKRAQMMP TjgA . e 70
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NTDB id 1029 TT RS02230 WP 011228203.1 INIF RQLATM 145
NTDB id 1113 AAA85695.1 219..1451( ) IT FTRQL TM 151
NTDB id 1112 NGFG RS09215 WP 003689811.1 IT FTRQL TM 151
NTDB id 1169 A1552VC RS11075 WP 000648511.1 ITITRQLATM 149
NTDB id 1402 DSB67 RS12670 WP 010643257.1 ITIFTRQ ATM 148
NTDB id 1252 GC085 RS07730 WP 011213805.1 IT F RQLATM L I K 148
NTDB id 103008 AACH36 RS18655 WP 026456598.1 II RQ TM SJAGVPLVQ I ARRIH WSIMRE E 154
NTDB id 1198 PSJM300 03950 AFN76868.1 I\ FTRQ ATM IAGIg | NPIYMRIY A 147
NTDB id 1016 ACIAD RS01680 WP 004920476.1 INMIFTRQLATM 150
NTDB id 1059 ABD1 RS01610 WP 000279215.1 ITIFTRQLATM MAGVPLVQ F IVARGIR NPE\MRE 150
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NTDB id 1029 TT RS02230 WP 011228203.1 j# LDRLA 225
NTDB id 1113 AAA85695.1 219..1451( ) LD LAMYKEK IMNIGAELPAIRT QE§V 231
NTDB id 1112 NGFG RS09215 WP 003689811.1 LD LAMYKEK ANMEFNARZP LiNe T\Y 231
NTDB id 1169 A1552VC RS11075 WP 000648511.1 IQEE GAELPIYF T Q[V 229
NTDB id 1402 DSB67 RS12670 WP 010643257.1 INUEGA LPAFTQNIV 228
NTDB id 1252 GC085 RS07730 WP 011213805.1 ATYKEKE K GJafery LPATV 228
NTDB id 103008 AACH36 RS18655 WP 026456598.1 ATY EKSERL IF GAELPHFTQigVv 234
NTDB id 1198 PSJM300 03950 AFN76868.1 ATYKEK ERL INUEFGAELPAF T)RIV 227
NTDB id 1016 ACIAD RS01680 WP 004920476.1 AWIYKEKSENL INIFGA LPAFTQRV 230
NTDB id 1059 ABD1 RS01610 WP 000279215.1 ANMYKEKSE)RL ISIFGA LPAFTQNIV 230
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