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NTDB id 1029607 AB5B06 RS19495 WP 416048082.1 MRLFLLAFVAGCWWLQQQGSLPRGGAVWVLAAAGLLAAALALCL...RTRRPGWARVAWIVLSLLAGFGCSAWRAEARLA 77
NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPAL...APVWQPALLGLACL.LAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLS 76
consensus !! !**!!!!! !! * !*****!! *! !! * *!!**!*** ! ! *! ** *!!!!*! !!! !!
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NTDB id 1029607 AB5B06 RS19495 WP 416048082.1 ERLAPGLEGVDLQVSGVVAGLPAQAARGLRFVFALDD...AAGMPPRVLLGWEDA...................PAGLRP 135
NTDB id 1426 RS RS05575 WP 011001070.1 VVLAPAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQP 156
consensus !!!* !! !* *!!!! !! * !!*! ** **** **!!!! ! ! ********************* ! !
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NTDB id 1029607 AB5B06 RS19495 WP 416048082.1 GERYVFTVRLRQPHGLANPHGFDYEFWLMAAGLGATGYVRDAIGEPQ.....DAVGERLAWRIARWRAQVRDHVLQSLPP 210
NTDB id 1426 RS RS05575 WP 011001070.1 GQRWQLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAAL.P 235
consensus ! !* !*!!* !! ! !!*!!! !* **! * ! !!! * ******* ! ** !* !!!! !! !*! !*!
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NTDB id 1029607 AB5B06 RS19495 WP 416048082.1 DARFAPVLAALVVGDQHGIQQRDWTLFTRTGIGHLISISGLHITMISGLFSSFVYWLWRHSFGLGRWLPRPLPLWWPARR 290
NTDB id 1426 RS RS05575 WP 011001070.1 EARYAPVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQR 315
consensus *!!*!!!* !!!!!!!*!! ! !! ! !!!! !!*!!!!!!!!!! !!! !!!*!!!!*!!!* !!!! !! !

logo AAGALVAGAMVAIAAFLAVYCGLLAGMGQVPALQRTLVLSMLAVTVAVALVALRLWASDGRSTPVPAVSLSVLACWAAAFLVAVAIGLLVDPWAVLMSAPGFGWLSFGAVAGVI F
NTDB id 1029607 AB5B06 RS19495 WP 416048082.1 AALVGAVIAALVYGLLAGMQVPALRTVSMLVVAALALWSGRTPPASLVLAWAAFVAIGLDPWAVLSPGFWLSFGAVGVIF 370
NTDB id 1426 RS RS05575 WP 011001070.1 AGAVAAMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIF 395
consensus !* !*!* !! !*!!!!! !!! !!* !! !*! !**! !! !*!!! * *!!!!!*!*! !!!!!!!*!!!
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NTDB id 1029607 AB5B06 RS19495 WP 416048082.1 LAAAQPANQSA....PTRW.QRVRASLAQAARTQWSVTIGLVPLTLLLFQQVSVISPLANAAAIPLISLLVTPMALLAAA 445
NTDB id 1426 RS RS05575 WP 011001070.1 LAARIVAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA 475
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NTDB id 1029607 AB5B06 RS19495 WP 416048082.1 VPAPLAGWLLGPAHLLLHWLVLGLEWLSAPPWAVWQAARAGPVALALAVLGSLLLLAPVPC.GLRARLHGVVLLLPMVLA 524
NTDB id 1426 RS RS05575 WP 011001070.1 LPEPWSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLA 555
consensus *! ! **! *!* *!!** !* ! !* !! !* !** ! *!!!*! *!!! ! **** ! *! !!!!!!*!!
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NTDB id 1029607 AB5B06 RS19495 WP 416048082.1 GRQPVAHGEFRATAIDIGQGTAVLVETRSRVLLYDAGPAYGWGAARGELGNSAGARDIVPFLRGAGVRRLDTLVISHEDA 604
NTDB id 1426 RS RS05575 WP 011001070.1 RAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGD......LA.DAADRVIVPYLRGHGVQAIDTLVVSHEDS 628
consensus **** !!!! ! !!!!! ! !!!! * !!*! !! ! ******!** !* ! !!!*!!!*!! *!!!!*!!!!
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NTDB id 1029607 AB5B06 RS19495 WP 416048082.1 DHAGGARDIMAALPVDSLLSGAPAGHRLLVPPASAAHLEAQPCEAGQQWEWDGVRFAMLHPLPGIAQNAAIDSNARSCVL 684
NTDB id 1426 RS RS05575 WP 011001070.1 DHAGGTETVMAGVPVRTMLASLPPGHGLER.QARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVL 707
consensus !!!!! *!!**!! **! !*!! ! **! ! **!* *! !!! ! !!!! ! *!*!** * !!* !!!!!!!!
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NTDB id 1029607 AB5B06 RS19495 WP 416048082.1 KVAGSARSLLLTGDIGRRDEAALLARLSTQDLRADFLQVPHHGSNTSSSGAFLAVVAPEVALFQVGYRNRHRHPRPEIWD 764
NTDB id 1426 RS RS05575 WP 011001070.1 RIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQ 787
consensus **! *! !!!!! !!!!*! * ! !! ! !!!!!! !!!!!!!! ! * !!*!!!!!!!!* !!*! *!
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NTDB id 1029607 AB5B06 RS19495 WP 416048082.1 RYGSHEIARYRSDETGAVQLTTRGESYALQAYRQHARRYWRAAPPAPR............ 812
NTDB id 1426 RS RS05575 WP 011001070.1 RYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
consensus !!! * ! ! !*! !!!! * !!!* !* ! * *!!! !** * ************
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