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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1029604 AB5B06 RS15510 WP 174425613.1 ..MASINKVILVGNLGADPETRYLPSGDAVSNIRLATTDRYKDKTSGEMKEATEWHRIAFFGKLAEIAGQYLRKGSQVYI 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
consensus **!!!!**!*!! !!**!**!*!*!! ****!!*****!* *!***!*!!!!********!!*!!*!!*!!* !!*

logo EGKQRLIKRQSTRKYWTQGDKQNDSGAIQDEKRTYTASYTDEVIQVGVADEQNGQVEYNGI L
MKQMLDGSGRAQSNGQSEGMQNSGDGFMGPAGAGPGNQYGGDMDNMVGPAGGQDEQGSEGSGW

Y
N
G
G
Q
A
G
P
S
P
R
Q
A
Q
E
Q
A
S
T
N
S
G
Y
G
N
G
QGGYGSQDGRGNPYAARQQSR

NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGAPY........DEGYGQSQEA.......YQRPAQQSR 137
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NTDB id 1029604 AB5B06 RS15510 WP 174425613.1 EGRIRTRKWTDQSGAEKYSTEIVAEQ....MQMLGSRQGMGGGGGGGGDDMGGGGGGYGGGRE.SSGGGGGYGGGAR... 150
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NTDB id 1131 NGFG RS05740 WP 003695064.1 QPAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 QPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 .QNNNFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1029604 AB5B06 RS15510 WP 174425613.1 .SGGGQAAGGQQGAGGARRQQQAPSNGFEDMDDDIPF 186
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .PAK.QHQPMQQSA.PQQYSQPQYNEPPMDFDDDIPF 177
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