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NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLPGKKITINMAPADLRKEGSA 78
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1029601 AB5B06 RS15095 WP 416047499.1 MSLALLRSRALTGLEAPLVSVEVHLANGLPAFNIVGLADTEVRESRERVRAAILNSQLEFPSRRITVNLAPADLPKESGR 80
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPAKRITVNLAPADLPKEGGR 80
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPAKRITVNLAPADLPKEGGR 80
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPAKRITVNLAPADLPKEGGR 80
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPARRITINLAPADLPKEGGR 80
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NTDB id 1323 RA0C RS07335 WP 004916218.1 YDLSIALGILAASGQIIAPEIERYLIMGELSLDGGLQPIKGVLPIAIRAR..........EEGFKGIILPKQNTREAAIV 148
NTDB id 1271 LPP RS03220 WP 011213198.1 FDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAA...........HKDNQHLIIANANAAEASLT 149
NTDB id 1248 GCO85 RS03150 WP 011213198.1 FDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAA...........HKDNQHLIIANANAAEASLT 149
NTDB id 1029601 AB5B06 RS15095 WP 416047499.1 FDLPIALGILAASGQIPLDGLDASEFAGELSLSGELRPVRGALAMAMGLGRDNAARQAAGEGSARSFVVAAENAPEAALI 160
NTDB id 1397 DSB67 RS15690 WP 005535577.1 FDLPIALGILAASEQIATDKLKNYEFVGELALSGGLRTVKGVLPAALAA...........NKKQRHLVVPHANGDQAALV 149
NTDB id 1153 A1552VC RS00115 WP 000521788.1 FDLPIALGILAASDQIARNKLESYEFIGELALSGEIRGVKGVLPAALAA...........NQVERCLVVPHSNGDQAALV 149
NTDB id 1349 HI 1117 AAC22771.1 FDLPIAIGILAASDQLDASHLKQFEFVAELALTGQLRGVHGVIPAILAA...........QKSKRELIIAKQNANEASLV 149
NTDB id 1387 A4U84 RS06900 WP 020457569.1 FDLPIAIGILAASGQIDSDKLKRIELLGELSLTGHLRGVHGAIPAVLAA...........SKAKREIIVPQQNANEVSLV 149
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NTDB id 1323 RA0C RS07335 WP 004916218.1 NDLEVYGVENIKEVIDFFNENCPLEPTKVNTREEFHKRVNLFPFDFSEVKGQETAKRAMEVAAAGGHNIILIGPPGSGKT 228
NTDB id 1271 LPP RS03220 WP 011213198.1 GHQKVFTANNLREVCDYLCQGTSLQSLPPKPDL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKT 225
NTDB id 1248 GCO85 RS03150 WP 011213198.1 GHQKVFTANNLREVCDYLCQGTSLQSLPPKPDL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKT 225
NTDB id 1029601 AB5B06 RS15095 WP 416047499.1 DGVTVYAARSLLEVCAHLGPLPADRLARAEPLV.EIAGGDPAGPDMRDVRGQAQARRAMEIAAAGQHSALLVGPPGTGKS 239
NTDB id 1397 DSB67 RS15690 WP 005535577.1 GKEQHKSAQSLLEVCAELCGQHQLNLYQTPKKK....ELKAHGRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKT 225
NTDB id 1153 A1552VC RS00115 WP 000521788.1 GVERHKSAQSLLEVCADLCGQQTLSLFQSSPSV....QQVSQTRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKT 225
NTDB id 1349 HI 1117 AAC22771.1 SDQNTYFAQTLLDVVQFLNGQEKLPLATEIVKESAVNFSGKNTLDLTDIIGQQHAKRALTIAAAGQHNLLFLGPPGTGKT 229
NTDB id 1387 A4U84 RS06900 WP 020457569.1 SNTQTYCASTLLQVVNFLNNRDQLPIAQQLSQNIAEN.RPLVSRDLTDIIGQQHAKRALIIAASGQHNLLFLGPPGTGKT 228
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NTDB id 1323 RA0C RS07335 WP 004916218.1 MLAKRIPSILPPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVGGGSYPQPGEISLAHNGVLFLDEM 308
NTDB id 1271 LPP RS03220 WP 011213198.1 MMAKRFSTLLPELSETQALECAAINSIRGKLP.DFREWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDEL 304
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MMAKRFSTLLPELSETQALECAAINSIRGKLP.DFREWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDEL 304
NTDB id 1029601 AB5B06 RS15095 WP 416047499.1 MLAQRFASLLPPMTLDEALESAAVQSLTAAGF.HPARWRERPYRSPHHTASAAALVGGGSNPRPGEISLAHQGVLFLDEL 318
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MLASRLCDLLPEMSDEEAMETASVASLTQSEI.NEHNWKTRPFRAPHHSSSMAALVGGGSVPRPGEISLAHNGLLFLDEM 304
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MLASRLCDLLPEMSDEEAMETASIASLTQQEI.NQHNWKLRPFRAPHHSSSMAALVGGGTIPRPGEISLAHNGLLFLDEM 304
NTDB id 1349 HI 1117 AAC22771.1 MLASRLTGLLPEMTDLEAIETASVTSLVQNEL.NFHNWKQRPFRAPHHSASMPALVGGGTIPKPGEISLATNGVLFLDEL 308
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MLASRLADLLPEMEDDEAIETASVTSLVQNEL.NFQNWKKRPFRSPHHSASMVALVGGGSIPKPGEISLAHNGVLFLDEL 307
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NTDB id 1323 RA0C RS07335 WP 004916218.1 PEFKRTVLEVMRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDDP.NNTSSSFEMQRYLNKLSGPLLDRIDI 387
NTDB id 1271 LPP RS03220 WP 011213198.1 PEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDM 384
NTDB id 1248 GCO85 RS03150 WP 011213198.1 PEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDM 384
NTDB id 1029601 AB5B06 RS15095 WP 416047499.1 PEFDRKVLEVLREPLESGRVTISRAMRQADFPARFQFIAAMNPCPCGYQGHPSRPCRCTPDQVLRYQSRLSGPLLDRIDL 398
NTDB id 1397 DSB67 RS15690 WP 005535577.1 PEFDRKVLDSLREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYYEG..NQARTNPQAILRYLGRLSGPLLDRFDM 382
NTDB id 1153 A1552VC RS00115 WP 000521788.1 PEFERKVLDSLREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYYEG..SQARANPQSILRYLSRLSGPLLDRFDM 382
NTDB id 1349 HI 1117 AAC22771.1 PEFERKVLDALRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGHYTG..THNRTSPQQIMRYLNRLSGPFLDRFDL 386
NTDB id 1387 A4U84 RS06900 WP 020457569.1 PEFERKVLDALRQPLESGEIIISRANAKVQFPACFQLIAAMNPSPTGHYQG..THNRTSPQQLMRYLNRLSGPFLDRFDL 385
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NTDB id 1323 RA0C RS07335 WP 004916218.1 HIEVQKVEFDQLSD..KRKGESSEIIRQRVLKAREIQQERYQDLAISYNAQMGPKEIEHFCELDEVSLLLIKNAMEKLNL 465
NTDB id 1271 LPP RS03220 WP 011213198.1 QVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQDS....LNANLNSKTCEMVCELGSEEQLFLREVMSKLKL 460
NTDB id 1248 GCO85 RS03150 WP 011213198.1 QVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQDS....LNANLNSKTCEMVCELGSEEQLFLREVMSKLKL 460
NTDB id 1029601 AB5B06 RS15095 WP 416047499.1 QVEVPAQDHQEMLD..GPPGEPSADVRQRVLAARAVQQARQGK....PNAALSGREIDEHCPLAPEAQALLRGAMAKLAW 472
NTDB id 1397 DSB67 RS15690 WP 005535577.1 SLEIPALPKGTLSEG.GDRGEPTAIVKERVNQARDCMLARSGK....VNALLGSREIEAFCPLQKSDAEFLENALHRLGL 457
NTDB id 1153 A1552VC RS00115 WP 000521788.1 SIEIPALPKGTLANG.GDRGESTAAVRQRVWVARERMLARSGK....VNALLQSREIEQYCPLLKADAEFLESALHRLGL 457
NTDB id 1349 HI 1117 AAC22771.1 SIEVPLLPQGSLQNT.GDRGETSAQVREKVLKVREIQMERAGK....INAYLNSKEIERDCKLNDKDAFFLEKALNKLGL 461
NTDB id 1387 A4U84 RS06900 WP 020457569.1 SIEVPLLPQGALQNNTDQRGETTEQARKRVLEARHLQFNRRGK....INAQLTTKEIEQDCKLTDRDALFLENALTKLGL 461
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NTDB id 1323 RA0C RS07335 WP 004916218.1 SARAYDRILKVSRTIADLERETNIQSHHIAEAIQYRSLDRDFWKV..... 510
NTDB id 1271 LPP RS03220 WP 011213198.1 SARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1248 GCO85 RS03150 WP 011213198.1 SARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1029601 AB5B06 RS15095 WP 416047499.1 SARAYFRVLKIARTIADLAGAEQLQPSHVGEAIQYRRALRTP........ 514
NTDB id 1397 DSB67 RS15690 WP 005535577.1 SIRAYHRIIKVARTIADLEGSPQIERTHLAEALGYRAMDRLLKQLTAQAV 507
NTDB id 1153 A1552VC RS00115 WP 000521788.1 SIRAYHRIIKVARTIADLQGEAQIARPHLAEALGYRAMDRLLKQLSAQNV 507
NTDB id 1349 HI 1117 AAC22771.1 SVRAYHRILKVSRTIADLQGEQQIFQPHLAEALGYRAMVRLLQKLSNM.. 509
NTDB id 1387 A4U84 RS06900 WP 020457569.1 SVRAYHRILKVSRTIADLAGEAQIQQPHLAEALGYRAMDRLLQRLQGES. 510
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