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NTDB id 1029 TT RS02230 WP 011228203.1
NTDB id 1402 DSB67 RS12670 WP 010643257.1 PILGE BIKAMNTIA FSRTLAT
NTDB id 1169 A1552VC RS11075 WP 000648511.1 EPIIG
NTDB id 1112 NGFG RS09215 WP 003689811.1 A GIJATI F |9R IR S) IQRR DIy PIFGD FAAGVPLVD L
NTDB id 1113 AAA85695.1 219..1451( ) A GEAT BIF QR IR SEIKENRRAs DI PIFGD FAAGVPLVD
NTDB id 1029598 AB5B06 RS10335 WP 416049737.1 A I LPIFG IMIKAWMTIAR RTLAT FAAG.PLV
NTDB id 1252 GC085 RS07730 WP 011213805.1 l LP IXKAMTIARF RTL l FAAG PLV ALJS
NTDB id 1198 PSJM300 03950 AFN76868.1 A 10K Q@HTIRSIE GD MK B ARF RTL T FAAGVPLVDAL
NTDB id 1059 ABD1 RS01610 WP 000279215.1 A G MIA F I LPIFGD MKANIAR SRTLAT FAAGVPL DAL
NTDB id 1016 ACIAD RS01680 WP 004920476.1 MKAIIAR SRTLAT FAAGVPL DALY
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NTDB id 1029 TT RS02230 WP 011228203.1
NTDB id 1402 DSB67 RS12670 WP 010643257.1 .BHCH FPELVLQMVFIGEESGELD MLNK APRIYERREVDN
NTDB id 1169 A1552VC RS11075 WP 000648511.1 NRINTINAFPIAIMVLQMVRNIIGEESGMLD MLIYKVARRYEIRREVDN
NTDB id 1112 NGFG RS09215 WP 003689811.1 BRINTIY FPUM LQMS IGEESG LD MLWJKEIA FYEPNEVDNA VeIl S)Y
NTDB id 1113 AAA85695.1 219..1451( ) NRINTIY FPYM LQMB] IGEESG LD MLWIKEYA FYEWEVDNAV[eayL SE
NTDB id 1029598 AB5B06 RS10335 WP 416049737.1 NAN\T):| FODRIMVLQMINAIGEESGALDNMLIRKVA FYERIEVD AV
NTDB id 1252 GC085 RS07730 WP 011213805.1 B Tlsl FPUYMV QMVAIGEESGAL |dMLBJKVA FYEREV NAVD LSH
NTDB id 1198 PSJM300 03950 AFN76868.1 QMEAIGEESGALD MLSKVATFYEDEVDNMVD LN
NTDB id 1059 ABD1 RS01610 WP 000279215.1 QMVAIGEESGALDEMLDKVAT YENEVDNAVD L B
NTDB id 1016 ACIAD RS01680 WP 004920476.1 QMVAIGEESGALD MLINJKVARN
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NTDB id 1029 TT RS02230 WP 011228203.1 VAGRUSRARIKIMTGTESVQ 406
NTDB id 1402 DSB67 RS12670 WP 010643257.1 LGV VGGLVPJAMYLPIF LEISV [¢3S 407
NTDB id 1169 A1552VC RS11075 WP 000648511.1 FLGE VGGLVVAMYLPIF LEISV [&m 408
NTDB id 1112 NGFG RS09215 WP 003689811.1 ILG GL VAMYLP F LGIJVVIW 410
NTDB id 1113 AAA85695.1 219..1451( ) ILG G VAMYLP F LGN VVA* 410
NTDB id 1029598 AB5B06 RS10335 WP 416049737.1 ILGVL GG VVAMYLPIFISLG|N Ce 421
NTDB id 1252 GC085 RS07730 WP 011213805.1 KLGS.V... 406
NTDB id 1198 PSJM300 03950 AFN76868.1 GSVV. 405
NTDB id 1059 ABD1 RS01610 WP 000279215.1 GSV V. 408
NTDB id 1016 ACIAD RS01680 WP 004920476.1 408
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