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NTDB id 381 SMU RS09890 WP 002262650.1 MNNTKSHPFLKWFIPFLVIFLTFILGVISTLTFNWITGNKSFS...NNGKTTVSNVIYDTKSNTTKAVKNVKNTVVSVIN 77
NTDB id 539 SM12261 RS09395 WP 000681587.1 MKH.LKTFYKKGFQLLVVIVISFFSGALGSFSINQLTQKSTESTSN..NNSTITQTAYKNENSTTQAVNKVKDAVVSVIT 77
NTDB id 256 KZH43 RS10270 WP 000681597.1 MKH.LKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNNSN..NNSTITQTAYKNENSTTQAVNKVKDAVVSVIT 77
NTDB id 215 SPD RS10945 WP 000681597.1 MKH.LKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNNSN..NNSTITQTAYKNENSTTQAVNKVKDAVVSVIT 77
NTDB id 181 SPR RS10425 WP 000681597.1 MKH.LKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNNSN..NNSTITQTAYKNENSTTQAVNKVKDAVVSVIT 77
NTDB id 145 SP RS11450 WP 000681597.1 MKH.LKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNNSN..NNSTITQTAYKNENSTTQAVNKVKDAVVSVIT 77
NTDB id 1029452 AB4X21 RS10070 WP 151379379.1 MKS.SSNLLKKVGSIALIFVVGFLGGILGTFLTLQTSHSSTSNTESKQVHSTTVKTAYKNTTSTSEAVDKVKNAVVSVIT 79
NTDB id 425 SGO RS10525 WP 012131081.1 MKN.SSNFFKKTLQVFIVLLVGFIGGVAGTWGFSYFST.PHSATNNNQKTATTVTTSYKNSNSTTEAVDKVKDAVVSVIT 78
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NTDB id 381 SMU RS09890 WP 002262650.1 YQKTDNSYYNYDSGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKKVVGKLVGSDTYSD 157
NTDB id 539 SM12261 RS09395 WP 000681587.1 YSANRQNSVF.....GNDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSD 152
NTDB id 256 KZH43 RS10270 WP 000681597.1 YSANRQNSVF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSD 152
NTDB id 215 SPD RS10945 WP 000681597.1 YSANRQNSVF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSD 152
NTDB id 181 SPR RS10425 WP 000681597.1 YSANRQNSVF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSD 152
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NTDB id 381 SMU RS09890 WP 002262650.1 LAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETISTNAIQTDAAINPG 237
NTDB id 539 SM12261 RS09395 WP 000681587.1 IAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPG 232
NTDB id 256 KZH43 RS10270 WP 000681597.1 IAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPG 232
NTDB id 215 SPD RS10945 WP 000681597.1 IAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPG 232
NTDB id 181 SPR RS10425 WP 000681597.1 IAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPG 232
NTDB id 145 SP RS11450 WP 000681597.1 IAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPG 232
NTDB id 1029452 AB4X21 RS10070 WP 151379379.1 IAVVRISADKAKAVAEFGDSNQLTVGETAIAIGSPLGTDYANSVTQGIISSQGRNVKLKADNGQNISTRALQTDAAINPG 232
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NTDB id 181 SPR RS10425 WP 000681597.1 NSGGPLINIQGQVIGITSSKIA..TN..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRR 308
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NTDB id 381 SMU RS09890 WP 002262650.1 LKIPSDVTSGIVVLSTQSGMPADGKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTFYREKDKQTVEIQLTKTS 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 LNIPSNVTSGVVVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLDKSS 388
NTDB id 256 KZH43 RS10270 WP 000681597.1 LNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSS 388
NTDB id 215 SPD RS10945 WP 000681597.1 LNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSS 388
NTDB id 181 SPR RS10425 WP 000681597.1 LNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSS 388
NTDB id 145 SP RS11450 WP 000681597.1 LNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSS 388
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NTDB id 425 SGO RS10525 WP 012131081.1 LKLPDNVKNGVVVRSTQTGMPADGKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTYYRDGKEQTTTIKLTKST 391
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NTDB id 381 SMU RS09890 WP 002262650.1 QDLNH. 402
NTDB id 539 SM12261 RS09395 WP 000681587.1 GDLES. 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 GDLES. 393
NTDB id 215 SPD RS10945 WP 000681597.1 GDLES. 393
NTDB id 181 SPR RS10425 WP 000681597.1 GDLES. 393
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NTDB id 1029452 AB4X21 RS10070 WP 151379379.1 EDLSD. 393
NTDB id 425 SGO RS10525 WP 012131081.1 DDLSSE 397
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