
logo MTEETGFKRYS I LASGSSGNSFYLETPKQKKRI
LL IDAGLSGKKI STGQLLMAE IDRKPVDEDLVDAI L IVTHEHKSDHIHGVGVLARKYGLMD

NTDB id 1029438 AB4X21 RS07435 WP 369087744.1 MTEEGFKYSILASGSSGNSFYLETPKKKLLIDAGLSGKKITGLLAEIDRKPEDLDAILITHEHSDHIHGVGVLARKYGMD 80
NTDB id 383 SMU RS06875 WP 002262928.1 MTETGFRYSILASGSSGNSFYLETPQKRILIDAGLSGKKISQLMAEIDRKVDDVDAILVTHEHKDHIHGVGVLARKYGLD 80
consensus !!! !!*!!!!!!!!!!!!!!!!!! !**!!!!!!!!!!!* !*!!!!!!**!*!!!!*!!!! !!!!!!!!!!!!!!*!

logo

L
VYANAEATWKQAMDEGTKMYI

LGKI
VDDVASQKHI FDELMGKTI

KTFGDIDI ESFGVSHDAAVAQPQFYRFLMKDGKSFVI
MLTDTGYVSDRLMADG

NTDB id 1029438 AB4X21 RS07435 WP 369087744.1 LYANEATWKAMEGTKYLGKVDDAQKHIFEMGKTKTFGDIDIESFGVSHDAVAPQFYRFMKDGKSFVMLTDTGYVSDRLAG 160
NTDB id 383 SMU RS06875 WP 002262928.1 VYANAATWQAMDG..MIGKIDVSQKHIFDLGKTITFGDIDIESFGVSHDAAQPQFYRLMKDGKSFVILTDTGYVSDRMAD 158
consensus *!!! !!! !!*!** *!!*! !!!!!**!!! !!!!!!!!!!!!!!!! !!!!! !!!!!!!!*!!!!!!!!!!*!

logo

I
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E
D
NADGYL I ESNHDI

VE I LRASGI
SYAPWRSLKQR I LSDKLGHLSNDEDGADEATMI

VRTLGNKRTKKIYLGHLSKENNI
VKELAHMTMEKN

NTDB id 1029438 AB4X21 RS07435 WP 369087744.1 IVADADGYLIESNHDVEILRAGSYAWRLKQRILSDLGHLSNEDGADAMIRTLGNRTKKIYLGHLSKENNIKELAHMTMEN 240
NTDB id 383 SMU RS06875 WP 002262928.1 LIENADGYLIESNHDIEILRSGIYPWSLKQRILSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLSKENNVKELAHMTMKN 238
consensus ** !!!!!!!!!!!*!!!! ! !*! !!!!!!!! !!!!!*!!!* !*!!!!!*!!!!!!!!!!!!!!*!!!!!!!! !

logo

A
QLAMQRADLAVDGHDFEKI

V
L
YDTSPDTALTPLATKI

NTDB id 1029438 AB4X21 RS07435 WP 369087744.1 QLARADLAVGHDFEVLDTSPDTATPLTKI 269
NTDB id 383 SMU RS06875 WP 002262928.1 ALMQADLAVDHDFKIYDTSPDTALPLAKI 267
consensus ! !!!!! !!! * !!!!!!! !! !!
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X ≥ 50% conserved


