
logo

MMKLMIENDTQKNALNFYADQELPVCLLAKTVLICHNFYRKI
M
W
L
L
N
K
A
E
Q
R
K
I
L
A
SGFMPLGSTTNEILQSELGNRQLVIANRLNRSTAKI

L
P
W
V
I
S
L
L
S
D
K
E
F
T
L
Y
C
E
F
L
Q
S
G
H
K
R
E
W
K
R
N
D
T
Y
W
V
A
K
P
Q
D
D
K
L
R
A
Q
D
K
L
S
E
I
N
P
L
S
L
A
I
M
L
E
F
L
S
R
G
L
E
Q
D
L
T
M
I
G
S
A
PVLQTVTR

S
D
V
E
S
V
Q
D
L
V
I
E
K
A
S
E
K
Q
R
G
N
V
A
C
A
G
K
R
A
K
L
S
N
L
I
P
I
K
L
P
S
A
H
I
W
N
V
E
L
F
A
V
I
M
D
Q
E
H
K
T
Q
R
F
I
Y
R
W
Y
K
F
PKTN
Q
Q
F
L
I
P
Q
D
A
E
P
R
S
V
D
S
D
K
A
A
K
R
F
H

NTDB id 114 BSU 16110 NP 389493.1 ..MDQAAVCLTICRINQL..........LSPSLLLKWWKADPSMSLTSPVLQTVTRDQIK.AAALKNEIEQFYPKLPR.. 65
NTDB id 626 LCA RS04960 WP 011374694.1 .MLTKNQLLLKVH..LAAGFGTISELRLAAWLSTSHNWALS..ALEIA.........QIA..RLP....ERYWPTFQASF 60
NTDB id 1250 GCO85 RS13065 WP 027219989.1 ..MNNLQPLLALNRMKRIGP........RTVLKLQKRWPDLNLMFQLS.......SVDLEEAGLPSWLAQTIK.NFDPDF 62
NTDB id 599 KW2 RS05940 WP 021037268.1 .MITNFD....LFRWKKAGMTNL...GVNKLLKFFRKYDRKISLRQMG.........QVAQVKSIPNFIEQYK.NQDVKK 62
NTDB id 407 SMU RS04605 WP 002262865.1 ..MDNFQ....LFKLKKAGLTNL...NILNIIDYEERTQKSLSLRDMA.........VVSKNKKPLIFMEHYK.NLDSKA 61
NTDB id 1029434 AB4X21 RS05745 WP 151379356.1 ..MEKFE....IFKLKEAGLSNE...QVLRVLDYCRKDQALPSIEEIA.........SIARCRSIIHFVDKYR.QLDEDR 61
NTDB id 525 SMSK321 RS06295 WP 000705298.1 MKITNYE....IYKLKKSGLTNQ...QILKVLEYGENVDQELLLGDIA.........DISGCRNPAVFMERYF.QIDDAH 63
NTDB id 267 KZH43 RS05590 WP 000705306.1 MKITNYE....IYKLKKSGLTNQ...QILKVLEYGENVDQELLLGDIA.........DISGCRNPAVFMERYF.QIDDAH 63
NTDB id 226 SPD RS05990 WP 000705306.1 MKITNYE....IYKLKKSGLTNQ...QILKVLEYGENVDQELLLGDIA.........DISGCRNPAVFMERYF.QIDDAH 63
NTDB id 192 SPR RS05715 WP 000705306.1 MKITNYE....IYKLKKSGLTNQ...QILKVLEYGENVDQELLLGDIA.........DISGCRNPAVFMERYF.QIDDAH 63
NTDB id 157 SP RS06205 WP 000705306.1 MKITNYE....IYKLKKSGLTNQ...QILKVLEYGENVDQELLLGDIA.........DISGCRNPAVFMERYF.QIDDAH 63
NTDB id 497 SM12261 RS05565 WP 000705318.1 MKITNYE....IYKLKKSGLTNQ...QVLAVLEYGENVDQELLLGDIA.........EISGCRNPAVFMERYF.QIDDAH 63
consensus ***** ****** **** ******** ** * **** *** *** ** * ******* ****

logo

I
Q
V
L
H
K
L
E
R
S
A
T
K
A
T
D
E
L
Y
F
E
R
K
N
Q
E
R
QC
W
R
K
L
I
F
D
S
H
S
E
S
E
Q
V

G
N
R

H
I
T

H
N
S
T
P
I
T
Y
S
I
L
F
P
T
S
W
I
D
F
S
L
S
D
P
K
D
D
L
Q
Y
E
CYPAFLQEWLWERDLRLKSNQSETIAYLNDAPPAFVI

V
L
I
L
Y
FAYRQKGEDNI

M
L
E
R
S
T
D
A
LLASTKNRKQFGRPCSKI

L
V
G
A
F
I
VVGTASRELQSNAPTACGTSAHRVQKEMSTYQSGI

N
K
V
A
A
E
R
Q
K
A
N
V
S
A
L
V
K
N
Q
R
E
A
H
Q
K
F
L
I
V
L
S
T
V
I
R
T
K
Q
D
E
G
I
L
C
G
N
T
S
E
R

NTDB id 114 BSU 16110 NP 389493.1 VLAAYRE......QGINTIPISSKQYPFWLKSIYDPPAVLFAKGDMTLLSKGRKIGIVGTRNPTAYGKQVVNHLTKEICR 139
NTDB id 626 LCA RS04960 WP 011374694.1 QSTTLQRQCIDHEVRTTYLTILDKDYPQRLLETYLPPVLLFYRGDLRLLKQ.PCLAVVGARQATHYSKQSLEQLLQGLT. 138
NTDB id 1250 GCO85 RS13065 WP 027219989.1 IKTDLN..WLSSSENHHILTWDSPYYPALLKEIADPPFILYAKGELSALTQ.PSLAIVGSRNASVTGNENARAFSREISR 139
NTDB id 599 KW2 RS05940 WP 021037268.1 LRADYK..KF......SSFSILDDLYPERLREIYNPPVLIFYQGNIDLLKN.PKLAFVGSRLAGQSGIKSVQKIVTELN. 132
NTDB id 407 SMU RS04605 WP 002262865.1 LRKEFN..RF......PSLSILDKEYPLELKNIYNPPVLLFYQGDLDLLAR.PKLAVVGSRNASQMGVAAVKKIIQDLS. 131
NTDB id 1029434 AB4X21 RS05745 WP 151379356.1 LHKEFE..RF......PSLSIFDPEYPEELLQIYNPPVLLFYQGDLELLTK.PKIAVVGARETTREGVRSVEKIIKELG. 131
NTDB id 525 SMSK321 RS06295 WP 000705298.1 LEKEFK..KI......PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRSCSKQGAKSVEKIIQGLE. 133
NTDB id 267 KZH43 RS05590 WP 000705306.1 LSKEFQ..KF......PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQGLE. 133
NTDB id 226 SPD RS05990 WP 000705306.1 LSKEFQ..KF......PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQGLE. 133
NTDB id 192 SPR RS05715 WP 000705306.1 LSKEFQ..KF......PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQGLE. 133
NTDB id 157 SP RS06205 WP 000705306.1 LSKEFQ..KF......PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQGLE. 133
NTDB id 497 SM12261 RS05565 WP 000705318.1 LEKEFQ..KF......PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQGLE. 133
consensus * **** ** ******** !!**! **** !******!****!* *****!!*! ** * **********

logo

H
Q
K
N
A
Q
S
G
E
T
V
W
F
L
S
T
V
V
I IVSGLALQRSKGAIDGATHTMASAHAEYLMGSVACSAI

L
E
R
K
Q
A
G
R
S
T
N
K
G
L
T
G
P
R
A
K
P
TIGAVLIAGGTGFILNQDHICVHSIFYPLPRKQRSEAHNEQLRKHQKRI

LAQQSEDQVHYLVMI STAGEKNKYHNDQGHI
L
I
L
VLSEFHYAESPGALPEKQGQSTEAKPQAP I

Q
R
L
A
R
K
G
W
Y
F
Q
HFPLMEARNKR I I SA

NTDB id 114 BSU 16110 NP 389493.1 KGWVIVSGLASGIDGMSHAASIKAKGRTIGVIAGGFQHIYPRENLQLADHMAKHHILLSEHPPETKPQKWHFPMRNRIIS 219
NTDB id 626 LCA RS04960 WP 011374694.1 .ATTIISGLAQGADAMAHEVALQRGLAPIGVIGTGINCSYPPQNEHLQQVVAEKGLLLSEYALGTPARRYQFPARNKIIA 217
NTDB id 1250 GCO85 RS13065 WP 027219989.1 HGVSIVSGLALGIDAHAHLGCLEGGGKTIAVLGTGIDCIYPRRHLKLAEQITENGLLLSEFPLKSPPIAGHFPLRNRIIS 219
NTDB id 599 KW2 RS05940 WP 021037268.1 QSFTIVSGLAKGIDTASHLSAIKTKTPTIAVIGTGLDIFYPLENRKIQEYLAKYQLVLSEYSLGEKPLKYHFPERNRIIA 212
NTDB id 407 SMU RS04605 WP 002262865.1 KQFVIISGLARGIDTAAHLASLKSGGATIAVIGTGLDVHYPKENRRLQDYIAKNHLLLSEYEAQSQPLKYHFPERNRIIA 211
NTDB id 1029434 AB4X21 RS05745 WP 151379356.1 NELVVVSGLAKGIDATAHYASIRNGGKTIGVIGTGLDVFYPKSNQRLQSHMGEHHLILSEYGPGQAPLKFHFPERNRIIA 211
NTDB id 525 SMSK321 RS06295 WP 000705298.1 NELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYISNDHLVLSEYGPGEQPLKFHFPARNRIIA 213
NTDB id 267 KZH43 RS05590 WP 000705306.1 NELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIA 213
NTDB id 226 SPD RS05990 WP 000705306.1 NELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIA 213
NTDB id 192 SPR RS05715 WP 000705306.1 NELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIA 213
NTDB id 157 SP RS06205 WP 000705306.1 NELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIA 213
NTDB id 497 SM12261 RS05565 WP 000705318.1 NELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIA 213
consensus ******!!!!*!*!***!**********!*!***!****!!* ********* ***!!!***********!!*!!*!!*



logo GLSCEHLQRACSGI
L
V
L
M
V
IV I

T
V
A
Q
E
G
A
A
R
K
E
H
I
L
M
K
RSGSL ITACNRYELMQRALMQEAQENGRENDI

V
L
Y
F
V
AVIPGRNSLIADFHLNQDSPGKQTYLASAEGQRDGPC I

N
H
K
Q
Y
HLLIAQAQEGATKACPLLIVLWYTDQSKVAGAEFNQI

D
L
I
V
F
I
L
N
D
E
AEYLFLNPRKEEIYFFNREDHLNHVQFYTESNPFKP I

NTDB id 114 BSU 16110 NP 389493.1 GLSEGVIVVQGKEKSGSLITAYQALEQGREVFAVPGSLFDPYAGGPIKLIQQGAKAIWSAEDIFEELPERNVQYTEPF.. 297
NTDB id 626 LCA RS04960 WP 011374694.1 GLCHSLIVTEARHKSGSLITANLALQANRNVYAIPGRIDQSLSQGCNQLIAAGATPLLDKNILIEELRYFD......... 288
NTDB id 1250 GCO85 RS13065 WP 027219989.1 GLSLCILVIEAAIKSGSLITARMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELKIEHHQFTSNKPI 299
NTDB id 599 KW2 RS05940 WP 021037268.1 GLSRGVVVVEAKLRSGSLITCERALEEGRDIFAIPGNIADGTSDGCNHLIQQGAKLVYQAQDILEEYLYN.......... 282
NTDB id 407 SMU RS04605 WP 002262865.1 GLSQGVMVAEAKIRSGSLITCERAMEEGRDVFVVPGNILDGQSEGCHHLIQEGAKCITSGFDILNEFNF........... 280
NTDB id 1029434 AB4X21 RS05745 WP 151379356.1 GLCQAVIVAEARLRSGSLITCERAMEEGRDVFAIPGNILDGKSAGCHYLIQEGAKLVTSGQDILDELKYEL......... 282
NTDB id 525 SMSK321 RS06295 WP 000705298.1 GLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF........... 282
NTDB id 267 KZH43 RS05590 WP 000705306.1 GLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF........... 282
NTDB id 226 SPD RS05990 WP 000705306.1 GLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF........... 282
NTDB id 192 SPR RS05715 WP 000705306.1 GLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF........... 282
NTDB id 157 SP RS06205 WP 000705306.1 GLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF........... 282
NTDB id 497 SM12261 RS05565 WP 000705318.1 GLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF........... 282
consensus !!*****!******!!!!!!***!****!*****!!********!***!***!!********** !* *

logo

FSLASGKENLVKF IGFETTTIDQI IDRSGYGMEQVTSGLAELELKGAVIAVPGGYIRCEYER

NTDB id 114 BSU 16110 NP 389493.1 .............................................................. 297
NTDB id 626 LCA RS04960 WP 011374694.1 .............................................................. 288
NTDB id 1250 GCO85 RS13065 WP 027219989.1 FSLASGKENLVKFIGFETTTIDQIIDRSGYGMEQVTSGLAELELKGAVIAVPGGYIRCEYER 361
NTDB id 599 KW2 RS05940 WP 021037268.1 .............................................................. 282
NTDB id 407 SMU RS04605 WP 002262865.1 .............................................................. 280
NTDB id 1029434 AB4X21 RS05745 WP 151379356.1 .............................................................. 282
NTDB id 525 SMSK321 RS06295 WP 000705298.1 .............................................................. 282
NTDB id 267 KZH43 RS05590 WP 000705306.1 .............................................................. 282
NTDB id 226 SPD RS05990 WP 000705306.1 .............................................................. 282
NTDB id 192 SPR RS05715 WP 000705306.1 .............................................................. 282
NTDB id 157 SP RS06205 WP 000705306.1 .............................................................. 282
NTDB id 497 SM12261 RS05565 WP 000705318.1 .............................................................. 282
consensus

X non conserved

X similar

X ≥ 50% conserved


