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MTKQVL
M
T
NKRKTKRQTLAIGFLVLVALTLALLAS ITGGSYYFINKQPMTPVSKAEPANTSDPQKVTVNSLVSVQTKSKSQQAQSETAPSKQEALASESVLTKDSAAVRKSQLIGKNGDSLEWNGAS

NTDB id 1029431 AB4X21 RS04315 WP 369088249.1 MTKQVLTKRTKQTLAGFVVATALAIGGYYFNQPTVKEATDQVVSVVTSSQQETPSKELASSVLTKSARSQLGNDLEWNGA 80
NTDB id 262 KZH43 RS08770 WP 001036779.1 .....MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGS 75
NTDB id 221 SPD RS09380 WP 001036779.1 .....MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGS 75
NTDB id 187 SPR RS08930 WP 001036779.1 .....MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGS 75
NTDB id 152 SP RS09870 WP 001036779.1 .....MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGS 75
consensus **!*!*!!!*!**!***!**!*!!**!*******************!*!!**!!*!!!!****!!****!!!!!*

logo GAFVIVKNGNRKTDNLDASKVASSQKPYADNKTKETVNGGKKETVPTVANAI
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SKATRQYRKDNRDKAETGSNGLSTDSWKTPAPGWHQVHKNLSKGESYDTHA

NTDB id 1029431 AB4X21 RS04315 WP 369088249.1 GAFVVKGNRTDLDASVASQPYADNKTKEVNGKTVPTVANAIMTKATRQYRDRDATGSGLTDWKPAGWHQVHNLSGEYDHA 160
NTDB id 262 KZH43 RS08770 WP 001036779.1 GAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHA 155
NTDB id 221 SPD RS09380 WP 001036779.1 GAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHA 155
NTDB id 187 SPR RS08930 WP 001036779.1 GAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHA 155
NTDB id 152 SP RS09870 WP 001036779.1 GAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHA 155
consensus !!!*!*!!*!*!!!*!*!*!!!!!!!!*!***!!!!!!!!***!!!!!!**!**!!*!*!*!*!*!!!!!*!!*!*!*!!

logo VDRGHLLGYAL IGNGLKDGFDASTSNPKNIAVQTSAWSANQANQDAPEHYSTGQNYYETSLKVRKALDKQNKRI
VRYRVTL IYYNAQSPNEDL IVPLS

NTDB id 1029431 AB4X21 RS04315 WP 369088249.1 VDRGHLLGYALIGNLKGFDASTSNPKNIAVQTSWSNQANDPHSTGQNYYETLVRKALDKNKRIRYRVTLIYNQPEDLIPL 240
NTDB id 262 KZH43 RS08770 WP 001036779.1 VDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPS 235
NTDB id 221 SPD RS09380 WP 001036779.1 VDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPS 235
NTDB id 187 SPR RS08930 WP 001036779.1 VDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPS 235
NTDB id 152 SP RS09870 WP 001036779.1 VDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPS 235
consensus !!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!!*!*!!!****!!!!!!!!**!!!!!!*!!!*!!!!!!*!***!!!*!*

logo

G
ASQI EAKSSDGTELEFNVFLVPNVQSKGI

L
S
QLDYQRTGKEVTVHTQ

NTDB id 1029431 AB4X21 RS04315 WP 369088249.1 GSQIEAKSSDGTLEFNVFVPNVQSGISLDYQTGKVTVHQ 279
NTDB id 262 KZH43 RS08770 WP 001036779.1 ASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 221 SPD RS09380 WP 001036779.1 ASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 187 SPR RS08930 WP 001036779.1 ASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 152 SP RS09870 WP 001036779.1 ASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
consensus *!!!!!!!!!!*!!!!!*!!!!!*!**!!!*!!*!!!*!
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