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NTDB id 36 MW RS08230 WP 001793467.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFE....NKDNALKQSTSEN..SSLSKVEDVQVK 74
NTDB id 595 KW2 RS08725 WP 021037687.1 .......MEKILDKLKEYWKIM.LLVVCALIAGGIFYIFTNSPKPAETL.....SVENLSSSSTKSSVSK........FN 59
NTDB id 300 STER RS07485 WP 011681496.1 ......MKEKILAYVKDNRLFV.SVIAVLMVIFCFFLWMTCGAGNSMEAETSYTDVTALSTSSSKQSSQSLSEASSQSKT 73
NTDB id 1029427 AB4X21 RS04080 WP 369088229.1 .......MEDIIEKIKEYKLFL.ALTAIGLLLGGYFLFHRPQSSASTIP.DFYQSSSSTS...SKEKVQT..ASSKEEKT 66
NTDB id 521 SMSK321 RS04960 WP 000443804.1 .......MESIIEKIKEYKIIV.ICTGLGLLVGGFFLLKPAPHTPVKET.NLQAEVVAIS...KDSSTEK..DVK...KE 63
NTDB id 493 SM12261 RS04300 WP 000387351.1 .......MEAIIEKIKEYKIIV.ICTGLGLLVGGFFLLKPAPQTPVKET.NLQAEVVAVS...KDSVSEK..EVK...KE 63
NTDB id 263 KZH43 RS04195 WP 000387330.1 .......MEAIIEKIKEYKIIV.ICTGLGLLVGGFFLLKPAPQTPVKET.NLQAEVAAVS...KDLVSEK..EVN...KE 63
NTDB id 222 SPD RS04535 WP 000387330.1 .......MEAIIEKIKEYKIIV.ICTGLGLLVGGFFLLKPAPQTPVKET.NLQAEVAAVS...KDLVSEK..EVN...KE 63
NTDB id 188 SPR RS04295 WP 000387330.1 .......MEAIIEKIKEYKIIV.ICTGLGLLVGGFFLLKPAPQTPVKET.NLQAEVAAVS...KDLVSEK..EVN...KE 63
NTDB id 153 SP RS04730 WP 000387344.1 .......MEAIIEKIKEYKIIV.ICTGLGLLVGGFFLLKPAPQTPVKET.NLQAEVAAVS...KDSSTEK..EVK...KE 63
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VAPHNKTEVKDGQEDKNSENSVAPASVAEVSEPLQDGHSQQTDTGS
NTDB id 36 MW RS08230 WP 001793467.1 DGDNSKNKGPVYVDVKGAVKHPNVYKMTSKDRVVDLLDKAQ.LLEDADVSQINLSEKLTDQKMIFIPHKGQKNVEPQ... 150
NTDB id 595 KW2 RS08725 WP 021037687.1 SSSSEKNKNEIMVDLKGAVAKPNVYQISSDERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKVGESSSSESTDS 139
NTDB id 300 STER RS07485 WP 011681496.1 EG.SEKVKSKVTVDVKGAVVNPGVYTLKAGARVTDVIQEAGGMTEDADAKSVNLAASLSDEEVIYVANKDENVSVLDQTG 152
NTDB id 1029427 AB4X21 RS04080 WP 369088229.1 ATSVSDAPEIITVDVKGAVKQPGVYELRSDSRVHDAIHKAGGMTADANSQSVNLAQKLSDEAVIYVAKEGEDVPALG... 143
NTDB id 521 SMSK321 RS04960 WP 000443804.1 EKEEPVEQDLITVDVKGAVKSPGIYDLSVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQH... 140
NTDB id 493 SM12261 RS04300 WP 000387351.1 EKEEPLEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQQ... 140
NTDB id 263 KZH43 RS04195 WP 000387330.1 EKEEPLEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ... 140
NTDB id 222 SPD RS04535 WP 000387330.1 EKEEPLEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ... 140
NTDB id 188 SPR RS04295 WP 000387330.1 EKEEPLEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ... 140
NTDB id 153 SP RS04730 WP 000387344.1 EKEEPLEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ... 140
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NTDB id 36 MW RS08230 WP 001793467.1 IGVNSVHVKNGNTNNTKVNLNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKTFDKLKSYFTI. 228
NTDB id 595 KW2 RS08725 WP 021037687.1 PTGSSVSNQISTTSGPKVNINKADLTELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVSGFGDKTLEKLKDEISID 218
NTDB id 300 STER RS07485 WP 011681496.1 TGQVSDKGGQAVSKDGKINLNTATSEQLQTISGIGAKRAEDVIAYRESHGGFQSVDDLKNVSGIGDKTLDKIRESLYVA 231
NTDB id 1029427 AB4X21 RS04080 WP 369088229.1 SSESPETSSAPAEKTDKVHLNRATESELQTVSGIGQKRAQDIIAYREANGPFRSVNDLKNVSGIGEKTLEKLRDAFTVD 222
NTDB id 521 SMSK321 RS04960 WP 000443804.1 TGSG...APSSTSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 AGPG...TASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 TGLG...TASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 TGLG...TASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 TGLG...TASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 TGSG...TASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
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