
logo MKAKKSKLWLALAGVSAVLALSGAVFGALVLTAACGSGSSKSSNSTNSQGATTYSGFYVYNSASDPNESTLDYIATASTNRTTGTPTSKDTSAVTVSTNLGVDGLLMENADRKYGNFLVPSLVA
NTDB id 1029425 AB4X21 RS03830 WP 369088216.1 MKAKKLLALAGVSVAGAFLLTACGGSS.SNQATYSFVYSADPNTLDYIAATRTTTSDVTSNLVDGLLENDRYGNFVPSLA 79
NTDB id 475 HSISS4 RS07005 WP 021143809.1 MKKSKWLALAGVALLSVGALAACSSKSSTSGTTYGYVYNSDPESLDYITSNTGPTKTAVTNGVDGLMEADKYGNLVPSVA 80
NTDB id 324 STU RS16140 WP 011226306.1 MKKSKWLALAGVALLGVGVLAACSSKSNTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSVA 80
NTDB id 292 STER RS06940 WP 011681419.1 MKKSKWLALAGVALLGVGVLAACSSKSNTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSVA 80
consensus !!**!*!!!!!!*******!*!!***!*****!!**!!**!!**!!!!******!*****!*!!!!*!*!*!!!*!!!*!

logo EDWTSVSEQKDGLTYTYKLIRKDGAVIKWYTSDEGEEYGAADNVTAQKDFVTGI
LKHAVAEDGSKSAEGAGI

L
F
YL IVQNDS IKAGLDSADYVLKSGAETTNKDFNSTNVGVK

NTDB id 1029425 AB4X21 RS03830 WP 369088216.1 EDWTVSEDGLTYTYKLRKDAKWYTSEGEEYGAVTAQDFVTGIKHAVESKSEGLFLIQNSIKGLDAYVKGETKDFNTVGVK 159
NTDB id 475 HSISS4 RS07005 WP 021143809.1 EDWSVSQDGLTYTYKIRKGVKWYTSDGEEYADVTAKDFVTGLKHAADGKAGALYLVQDSIAGLSDYLSGANKDFSNVGVK 160
NTDB id 324 STU RS16140 WP 011226306.1 EDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVGVK 160
NTDB id 292 STER RS06940 WP 011681419.1 EDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVGVK 160
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logo ALIDEDHYTI
LQYTLVKKRQPESPFYWNSKTTSYGSVLLSFPVNAEDFLKSNQKGKDFGSKSLTKDPSTS I LYNGPYFYLLKSLTSAKSES I ELTVKNKEDNHYYWDAKK

NTDB id 1029425 AB4X21 RS03830 WP 369088216.1 ALDDHTIQYTLVRPESFWNSKTTSGVLFPVNADFLKSQGKDFGS.LKPSSILYNGPYYLKSLTSKSEIELVKNKDYYDAK 238
NTDB id 475 HSISS4 RS07005 WP 021143809.1 AIDDYTLQYTLKKPEPYWNSKTTYGLLSPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELTKNENYWDKK 240
NTDB id 324 STU RS16140 WP 011226306.1 AIDEYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWDKK 240
NTDB id 292 STER RS06940 WP 011681419.1 AIDDYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWDKK 240
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LDRQKSYDKFHYSTAKTKT
NTDB id 1029425 AB4X21 RS03830 WP 369088216.1 NVHIDNVKLTFNDGSNPDSIIKNFEKGQYSFASVMPNSSTYKSVKKNFGDNIVYGLQLGTSYYLGFNLDRQKYDHTAKTT 318
NTDB id 475 HSISS4 RS07005 WP 021143809.1 NVHFDAIKLSYYDGSDQEALERGFTDGAYSLARVYPTSSNYSSVEKKYKDNIYYTAPGASTSAIGVNIDRQSYKFSAKKT 320
NTDB id 324 STU RS16140 WP 011226306.1 NVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGINLDRQSYKYTAKKT 320
NTDB id 292 STER RS06940 WP 011681419.1 NVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIFYTAPGASTSAIGINIDRQSYKYTAKKT 320
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logo DAESQEKATSSTKKAI
LLNKDFRQSAVINFGAFIDRTKSAYAQASQMVI SNGSKDAGAAETNLGTALVRSNTLLFVPPSTDYFVQSVANGGDEKDTFGKDVLVETKEQKLMVSTSYGDQEWKSGVSNFL

NTDB id 1029425 AB4X21 RS03830 WP 369088216.1 DEQKASTKKAILNKDFRQAVNFGFDRKSYAAQVSGSDAAENTLRSTLVPPTYVQVNGEDFGKVVEKQLVTYGDQWKGVSL 398
NTDB id 475 HSISS4 RS07005 WP 021143809.1 DAEKTSTKKALLNKDFRQSINFAIDRTAYQSQMNGKDGAALALRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNF 400
NTDB id 324 STU RS16140 WP 011226306.1 DSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLAVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNF 400
NTDB id 292 STER RS06940 WP 011681419.1 DSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLGVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNL 400
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NTDB id 1029425 AB4X21 RS03830 WP 369088216.1 ADGQTSLYNPEKAKASFAKAKAELQKQGVQFPIHLDYIVSQVDNSMVQQASSFKQSVESALGADNVVVDLQKVSDDDFQN 478
NTDB id 475 HSISS4 RS07005 WP 021143809.1 TDGQDGLYNAEKAKTEFAKAKETLQADGVQFPIHLDLPVDQSSKINVAQAQSLKQTIEQSLGSDNVVIDVNQLSSDDIQN 480
NTDB id 324 STU RS16140 WP 011226306.1 ADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVIDINQLSSDDLEN 480
NTDB id 292 STER RS06940 WP 011681419.1 ADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVNQSSKLNVAQVQSLKQTIEKSLGSENVVIDINQLSSDDLEN 480
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NTDB id 1029425 AB4X21 RS03830 WP 369088216.1 ITYFSDTAAARDYDISGG.GWAPDYQDPSTYLESISPVNGSV.FYYLGIDAGSNNPAIATVGLDQYANMLKDADAELLDQ 556
NTDB id 475 HSISS4 RS07005 WP 021143809.1 ATLNAANAAAEDWDISNGVIWGPDYQDPSTYLDIFKTTSSENTKTFMGYD.DPNNAAAAQVGLKDYDALLDSAASETTDL 559
NTDB id 324 STU RS16140 WP 011226306.1 VTLNAANAAAEDWDISNSVAWAPDYQDPSTYLDIFKTTSSENTKAFMGYD.DPNNAAAAQVGLKDYDALLNSAASETSDL 559
NTDB id 292 STER RS06940 WP 011681419.1 ATLNAANAAAEDWDISNSVGWAPDYQDPSTYLDIFKTTSSENTKAFMGYD.DPNNAAAAQVGLKDYDALLNSAASETSDL 559
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VRYEDKRYAAQAQAWLTEDSS ILTVLIPTLTVSGNGGAAPAMVLIQSRTLVTPYFSTRGAASMSLWQVGTDKGNTSSGSNTDFYFYIKYLVEKMPSQKEDKVVTTKKDEFYNEKQASKREEKWLK

NTDB id 1029425 AB4X21 RS03830 WP 369088216.1 GKRYEKYAAAQAWLTDSSITLPT.VSNGGAPMLQRTVPYSRAASWVGTKGT.GTFYKYLEMSKDVVTTKDFNKAKEEWLK 634
NTDB id 475 HSISS4 RS07005 WP 021143809.1 NARYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASMQVGDKNS.SDYFKYVKPQEKVVTKKEYEQSREKWLK 638
NTDB id 324 STU RS16140 WP 011226306.1 NVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPAISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWLK 639
NTDB id 292 STER RS06940 WP 011681419.1 NVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWLK 639
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NTDB id 1029425 AB4X21 RS03830 WP 369088216.1 KKAESNKKAQEDLKDHIEKKK 655
NTDB id 475 HSISS4 RS07005 WP 021143809.1 EKKASNEKAQKDLEKHVK... 656
NTDB id 324 STU RS16140 WP 011226306.1 EKKESNEKAQKDLEKHVK... 657
NTDB id 292 STER RS06940 WP 011681419.1 EKKESNEKAQKDLEKHVK... 657
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