
logo MKKSKLWALLALAGVAALALGSTVLGAFVLAACGSSSKSNNSSTKSGTTYNGYVYGNSTSDPDESTLNDYLITSNRTSGTPTSKDTSAIVTVTNLGVDGLFMENADQKYGNLVPASLV
NTDB id 1029424 AB4X21 RS03740 WP 369088206.1 MKKSKLALLAGVAAASTLFLAACGSSSNSSKGTTYNYVYGTDPDSLNYLTSNRSTTSDITTNLVDGLFENDQYGNLVPAL 80
NTDB id 475 HSISS4 RS07005 WP 021143809.1 MKKSKWLALAGVALLSVGALAACSSKS.STSGTTYGYVYNSDPESLDYITSNTGPTKTAVTNGVDGLMEADKYGNLVPSV 79
NTDB id 324 STU RS16140 WP 011226306.1 MKKSKWLALAGVALLGVGVLAACSSKS.NTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSV 79
NTDB id 292 STER RS06940 WP 011681419.1 MKKSKWLALAGVALLGVGVLAACSSKS.NTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSV 79
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logo AEDWSVSQKDGLTYTYKLIRKDGAVIKWYDTSDEGNEEYADNVTAHKDFVTAGLKYHVAADGKSKSADGAGI
LYLVQNDSVIKAGLDSNDYVLNSGAKTTNKDFSTNVGI

V
NTDB id 1029424 AB4X21 RS03740 WP 369088206.1 AEDWSVSKDGLTYTYKLRKDAKWYDSEGNEYADVTAHDFVTALKYVADKKSDALYLVQNSVKGLDNYVNGKTKDFSTVGI 160
NTDB id 475 HSISS4 RS07005 WP 021143809.1 AEDWSVSQDGLTYTYKIRKGVKWYTSDGEEYADVTAKDFVTGLKHAADGKAGALYLVQDSIAGLSDYLSGANKDFSNVGV 159
NTDB id 324 STU RS16140 WP 011226306.1 AEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVGV 159
NTDB id 292 STER RS06940 WP 011681419.1 AEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVGV 159
consensus !!!!!!!*!!!!!!!!*!!**!!!*!*!*!!! !!!*!!!!*!!**!!*!****!!!!*!**!!**!**!**!!!!*!!*

logo KAVIDEDYTLQYTLNKKQPESPFYWNSKLTTTYGSTLMLMSFPVNEKDFLEKSNAKGKDFGSKSVTKDPNTGS I LYNGPYF ILLKSFLTSAKSQS I ELDTVKNPEENHYYWDK
NTDB id 1029424 AB4X21 RS03740 WP 369088206.1 KAVDDYTLQYTLNQPESFWNSKLTTSTMMPVNEKFLESAGKDFGS.VKPNGILYNGPYILKSFTSKSQIELDKNPEYYDK 239
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KAIDDYTLQYTLKKPEPYWNSKTTYGLLSPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELTKNENYWDK 239
NTDB id 324 STU RS16140 WP 011226306.1 KAIDEYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWDK 239
NTDB id 292 STER RS06940 WP 011681419.1 KAIDDYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWDK 239
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logo KNVHI
FDTAVIKFLTSYFYDGSDQEDYALAEVRNGFSTDGNALYNSLTFARLVYFPTSSTNYASTS IVEKKFYKDNI FVYYTPAQPDGSATSVTYSYAAIYGFVINLVINDRQNSYGKFHYSTKAKTK

NTDB id 1029424 AB4X21 RS03740 WP 369088206.1 KNVHIDTVKLTYFDGSDQDYLARNFSDGNLSTARLFPTSSTYSTIEKKFKDNIVYTPQDSTVYYAYFNVNRQNYGHTKKT 319
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KNVHFDAIKLSYYDGSDQEALERGFTDGAYSLARVYPTSSNYSSVEKKYKDNIYYTAPGASTSAIGVNIDRQSYKFSAKK 319
NTDB id 324 STU RS16140 WP 011226306.1 KNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGINLDRQSYKYTAKK 319
NTDB id 292 STER RS06940 WP 011681419.1 KNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIFYTAPGASTSAIGINIDRQSYKYTAKK 319
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logo

S
TDAESQEKNTSSTKTKALQLNKNDFRQSALINFALIDRKTSAYSQASQMVINGKDGAATKLGTALVRTNLLFVPPSTDFVQSADGGDKDTFGTDLVETEKLMASASTYGDEWKSGVSN

NTDB id 1029424 AB4X21 RS03740 WP 369088206.1 SDEQKNSTKTALQNKNFRQALNFALDRTSYSAQVNGKDGATKTLRTLLVPPTFVQADGKDFGTLVEEKLAATGDEWKGVS 399
NTDB id 475 HSISS4 RS07005 WP 021143809.1 TDAEKTSTKKALLNKDFRQSINFAIDRTAYQSQMNGKDGAALALRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVN 399
NTDB id 324 STU RS16140 WP 011226306.1 TDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLAVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVN 399
NTDB id 292 STER RS06940 WP 011681419.1 TDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLGVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVN 399
consensus *!**!*!!!*!!*!!*!!!**!!!*!! *!**!*!!!!!!****!*!*!!**!!*!**!*!!*!!*!!****!!!!*!!*
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NTDB id 1029424 AB4X21 RS03740 WP 369088206.1 FADAQDSLHNADKAKAELEKAKAELQSQGVQFPIHIDYVVDQSSNALVQQADSMKSSIEASLGKDNVVIDVQKLSTDDAD 479
NTDB id 475 HSISS4 RS07005 WP 021143809.1 FTDGQDGLYNAEKAKTEFAKAKETLQADGVQFPIHLDLPVDQSSKINVAQAQSLKQTIEQSLGSDNVVIDVNQLSSDDIQ 479
NTDB id 324 STU RS16140 WP 011226306.1 FADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVIDINQLSSDDLE 479
NTDB id 292 STER RS06940 WP 011681419.1 LADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVNQSSKLNVAQVQSLKQTIEKSLGSENVVIDINQLSSDDLE 479
consensus **!*!!*!*!!*!!!*!**!!!**!!**!!!!!!!*!**!*!!!***!*!**!*!**!!*!!!**!!!!!***!!*!!**



logo NVATYLFNAQASNPADAQAKEDFWDMIDSNGISTVAIGWAGPDFYQDPSTYLDI LFNKPTTDSGSSETNLTTKTAGFMGLYDPKDKPDNQNALAI
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NTDB id 1029424 AB4X21 RS03740 WP 369088206.1 NATYFAQSPDQKDFDMD.ITGWGPDFQDPSTYLDILNPTDGSTLT.GMGLDPKKDQALIEKIGLNEYKALLDAANDEKLD 557
NTDB id 475 HSISS4 RS07005 WP 021143809.1 NATLNAANAAAEDWDISNGVIWGPDYQDPSTYLDIFKTTSSENTKTFMGYD.DPNNAAAAQVGLKDYDALLDSAASETTD 558
NTDB id 324 STU RS16140 WP 011226306.1 NVTLNAANAAAEDWDISNSVAWAPDYQDPSTYLDIFKTTSSENTKAFMGYD.DPNNAAAAQVGLKDYDALLNSAASETSD 558
NTDB id 292 STER RS06940 WP 011681419.1 NATLNAANAAAEDWDISNSVGWAPDYQDPSTYLDIFKTTSSENTKAFMGYD.DPNNAAAAQVGLKDYDALLNSAASETSD 558
consensus !*!**!******!*!******!*!!*!!!!!!!!!***!********!!*! ****!*****!!**!*!!! *!**!**!
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DKGNESSSTNSDFYFIKYQVKVPQDEKTVVTTKAKDEYEKQASYRKENKWL

NTDB id 1029424 AB4X21 RS03740 WP 369088206.1 TNARYEKYAAAQAWLTENAMVLPIYS.KGGVPSITKVTPFSAANSAIGIKGE.TSFFKYQKVQDKTVTTADYEKAYKNWL 635
NTDB id 475 HSISS4 RS07005 WP 021143809.1 LNARYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASMQVGDKNS.SDYFKYVKPQEKVVTKKEYEQSREKWL 637
NTDB id 324 STU RS16140 WP 011226306.1 LNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPAISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWL 638
NTDB id 292 STER RS06940 WP 011681419.1 LNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWL 638
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logo KEKEKAESNKEKAQEKEDLAEKHVK
NTDB id 1029424 AB4X21 RS03740 WP 369088206.1 KEKEESNKKAQEELAKHVK 654
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KEKKASNEKAQKDLEKHVK 656
NTDB id 324 STU RS16140 WP 011226306.1 KEKKESNEKAQKDLEKHVK 657
NTDB id 292 STER RS06940 WP 011681419.1 KEKKESNEKAQKDLEKHVK 657
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