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NTDB id 610 V4T04 RS10165 WP 012897346.1 EAVIKLDIKASRTKEKAVEKIADKIYKFS.....VKEDKRQEVTDQAVVAVASTLTGVPITQMTKSESDRLINLEKELHK 517
NTDB id 290 KZH43 RS10025 WP 001109677.1 KALMDGKWKQAAQLIAKEE.........E.....VPV.YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHK 512
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NTDB id 377 SMU RS09275 WP 002262344.1 HALITNDYQLAKRLLKKEK.........K.....PLLKKRAEVKEEDILATLSKLSGIPVKKLTQADSKKYLNLERELHK 515
NTDB id 297 STER RS00545 WP 011680614.1 EALISGDIGAAVKQYKANQ.........K.....AKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHK 518
NTDB id 329 STU RS10020 WP 011225298.1 EALISGDIGAAVKQYKANQ.........K.....AKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHK 518
consensus ! * ** ** * * * **** * ** * *!* * * **** *!

logo

H
RVVIGQEDAQEDAI

V
V
D
S
A
S
K
V
IASRKAVIRRSANQRASVGVILAKRGKVDSTSGHPRKNRPMIGSF ILMFVLGPTGVGKTELSARKQALADKIESVE I

V
LFDGDSSAEESDNASLML

IR I
V
FDMSEFYMEKFHASTAVASKRL INVG

NTDB id 601 KW2 RS02615 WP 021036805.1 HVIGQDEAVDKISKAIRRSRVGLGKPNRPIGSFLFVGPTGVGKTELAKQLAKELFGSSESMIRFDMSEYMEKHSVAKLIG 524
NTDB id 378 SMU RS02690 WP 002263569.1 RVIGQDAAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSEDSMIRFDMSEYMEKHAVAKLVG 531
NTDB id 1029422 AB4X21 RS03450 WP 369088179.1 HVIGQDDAVDKIAKAIRRNRVGLGSPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADNMIRFDMSEYMEKHSVAKLVG 530
NTDB id 281 KZH43 RS03550 WP 000882517.1 HVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVG 530
NTDB id 245 SPD RS03860 WP 000882517.1 HVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVG 530
NTDB id 243 SPR RS03635 WP 000882517.1 HVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVG 530
NTDB id 241 SP RS04015 WP 000882523.1 HVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVG 530
NTDB id 85 BSU 00860 NP 387967.1 RVIGQDEAVVAVAKAVRRARAGLKDPKRPIGSFIFLGPTGVGKTELARALAESIFGDEESMIRIDMSEYMEKHSTSRLVG 588
NTDB id 610 V4T04 RS10165 WP 012897346.1 RVVGQEEAISAVSRAIRRARSGVADSRRPMGSFMFLGPTGVGKTELAKALADSVFGSEDNMIRVDMSEFMEKHSTSRLIG 597
NTDB id 290 KZH43 RS10025 WP 001109677.1 RVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNG 592
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