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LEMPGGTAEYDIRSVMVTVDNGHKEMDKTEKKSGSYDNFVATVASLVKS
NTDB id 1029420 AB4X21 RS03295 WP 342984177.1 MTQANKPSLPTKKKKGRLKEYRWPIAGVLFLLLLLAAFVIRLPYYIEMPGTAEDIRSVMTVDGKMDTKSGSYDFVTVAVK 80
NTDB id 360 SMU RS02495 WP 002262039.1 ..............MKTNKKFKWWLISGISLILLLMVFFFPLPYYLEMPGGAYDIRSVVTVNHKEDKEKGSYNFVAVSLS 66
consensus ************** ! **!** * !*!!! ! *!!!!*!!!! ! !!!!!*!! *! ! !!! !! ! *
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LYAWALTPFTDE ITYSAKDEMTTGGSVSDSAQDEFYMTRINQFYMETSQNGMAIYKQAGLKSLTAGHKEKATQSFMDNFYLMGVYVLMQVASDRDNSTFKG
NTDB id 1029420 AB4X21 RS03295 WP 342984177.1 EATPADLIYAWATPFTDIYSAKDMTGGSSSQEFTRINQFYMETSQNMAIYQGLKTAGKETQMDFLGVYVMQVADDSTFKG 160
NTDB id 360 SMU RS02495 WP 002262039.1 KATPIQVLYAWLTPFTEITSAKETTGGVSDADYMRINQFYMETSQNGAIYKALSLAHKKASFNYMGVYVLQVSRNSTFKG 146
consensus !!! **!!! !!!!*! !!!* !!! ! ** !!!!!!!!!!!! !!! *! !*! **!!!!*!! !!!!!

logo

I
VLNIADTVTGVNDGKTFHKSSKEL IDKYVGSGSLQKI

LGDSKPVSVQTYI
T
E
S
D
E
G
N
K
Q
K
TKTADKGKI

V IKLSNGKNGIG IGSL IVDHRTEKAVKTGSDDVKP I
V
E
QF

NTDB id 1029420 AB4X21 RS03295 WP 342984177.1 ILNIADTVTGVNGKTFKSSKELIDYVGSQKIGDPVSVTYIEDGQTKTADGKIIKLSNGKNGIGISLIDRTEAKGDVPVQF 240
NTDB id 360 SMU RS02495 WP 002262039.1 VLNIADTVTGVNDKTFHSSKELIKYVSGLKLGSKVSVQYTSENKKKTAKGKVIKLSNGKNGIGIGLVDHTKVTSDDKIEF 226
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STNQGIGGPSAGLMMFSTLADIYDTQLVAVDKEPDLRKQGRHI IAGTGTIGNEQDGSTVGDIGGAIDKMKVAVAADKREIGNADE I FFAVPNNPVSKAEETKLKAK

NTDB id 1029420 AB4X21 RS03295 WP 342984177.1 ATQGIGGPSAGMMFSLAIYTQVADPDLRQGRHIAGTGTINQDGTVGDIGGIDKKVVAADKEGAEIFFAPNNPVSKEEKKA 320
NTDB id 360 SMU RS02495 WP 002262039.1 STNGIGGPSAGLMFTLDIYDQLVKEDLRKGRIIAGTGTIGEDGSVGDIGGADMKVAAADRINADIFFVPNNPVSKATLKK 306
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NTDB id 1029420 AB4X21 RS03295 WP 342984177.1 NPKAKSNYETAKEAAKQIHSKMKIVPVKTLQDAIDYLKKN 360
NTDB id 360 SMU RS02495 WP 002262039.1 NPKALTNYQEAKQAAKKLGTKMKIVPVKNVQEAIDYLRKH 346
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