
logo MMKQAFI IATF ILVL I FGCVIVLVVFHEFGHFYFFAKKRSGI LVREFSAIGMGPKI FAHI
TGQKDGTAVYTIR I LPLGGYVRMAGWGEDTTE IKT

NTDB id 1029408 AB4X21 RS01605 WP 369088073.1 .MQFIAFIVIFGVIVLVHEFGHFYFAKKSGILVREFSIGMGPKIFAHIGQDGTAYTIRILPLGGYVRMAGWGEDTTEIKT 79
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
consensus ****!*!**!!*!!!**!!!!!!*!!!*!!!!!!!!*!!!!!!!!!!*!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GTSPVASLTLNGEKADGKVVRR INLSGDKRNQLVDQTALPMNVTQAFYDFLEDKLETIKTGLVLDGETKTYDEVDHDATIVEEDGTEVLR IAPRKDVQY
NTDB id 1029408 AB4X21 RS01605 WP 369088073.1 GTPVSLTLNEAGKVVRINLSGKNLDQTALPMNVTQFDFEDKLEIKGLVLDETKTYDVDHDATIVEEDGTEVRIAPRDVQY 159
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
consensus !*!*!!!!***!!!*!!!!!****!!!!!!!!!!**!*!!!!*!*!!!!*!!!!!*!!!!!!!!!!!!!!*!!!!*!!!!
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V
V
LVYFSI LI LAFMVRQGGAVI

QDYTYSSTNNLVIQVAPNDGGALAAQKVVSGVLKSTNGVDQAI LVQAVINNKDTKVSTNDWDESLTKDE
NTDB id 1029408 AB4X21 RS01605 WP 369088073.1 QNASIWGRLITNFAGPMNNFILSIVVYSLLAFMRGGAIDYYSNNVQVAPDGALAKVGVKSNVQILQVNNDTVSNWDELTD 239
NTDB id 323 STU RS10650 WP 011225396.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
NTDB id 291 STER RS01205 WP 011680685.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
consensus !!!!!!!!!!!!!!!!!!!!!!***!***!!!**!!**!***!**!!!**!!****!*!****!***!*!*!**!!*!**

logo AVLERKEANTKQDKSFKSTKAGPDESLTSLVKTVKKRTSDNGQEKEETVIKSVKPTQEKSGQNGRSYYFLGVTSNPGVLKTGFLVKDKLI LFSGGFTQDMTAWNETGATRAI LGAATLKDGI
L I FTHN

NTDB id 1029408 AB4X21 RS01605 WP 369088073.1 AVEKATKDSKTAPELTLKV.KTDGQEKEVKVKPTKSGNRYYLGVTNGLKTGFVDKLLSGFTDTWNTATRILGALKDIIFH 318
NTDB id 323 STU RS10650 WP 011225396.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
NTDB id 291 STER RS01205 WP 011680685.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
consensus !****!********!***!****!!!****!!!**!***!*!!!***!!!!**!!***!!***!**!!*!!**!!**!**
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NTDB id 1029408 AB4X21 RS01605 WP 369088073.1 FSLNKLGGPVAIYNASSQAAQLGIPAVLSLMAMLSINIGIFNLIPIPALDGGKILINLIEVVRRKPLKQEVETYMTLAGV 398
NTDB id 323 STU RS10650 WP 011225396.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
NTDB id 291 STER RS01205 WP 011680685.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
consensus !!!!!!!!!!!****!*!!***!****!*!!*!!!!!*!!!!!!!!!!!!!!!!**!*!!**!!!!!*!!*!*!*!!!!!

logo AVMVI
VLMIAVTWNDIMKRLAFLFK

NTDB id 1029408 AB4X21 RS01605 WP 369088073.1 AVMVILMIAVTWNDIMKLFLK 419
NTDB id 323 STU RS10650 WP 011225396.1 AVMVVLMIAVTWNDIMRAFF. 420
NTDB id 291 STER RS01205 WP 011680685.1 AVMVVLMIAVTWNDIMRAFF. 420
consensus !!!!*!!!!!!!!!!!**!*
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