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NTDB id 1029102 NST54 RS12375 WP 368985368.1 ........MQQEERYIKGRPIVTIFHNEQNLYTVLRIRVDESNEAGVNKDAVVTGYFPRLYEEETYIFYGKFTDHPKYGP 72
NTDB id 355 BSU 27480 NP 390625.1 MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGL 80
consensus ******** !!*!*!! * !*!!* !!!!!!***! !* !! ! !!!!!! ! !!!!! !!!! !!!*!*
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NTDB id 1029102 NST54 RS12375 WP 368985368.1 QFQVDHFQKDLPKTKQGVVQYLSSELFKGIGKKTAENIVDVLGENAIERIMKQPSLLDKVPKLAADKAKLLHEKLIEYQG 152
NTDB id 355 BSU 27480 NP 390625.1 QFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQG 160
consensus !!! *!! !**! !! !**!!!!!*!! !!!!!!!! !! !!* !! *!* *!*! !!*! !! !* ! *!!
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NTDB id 1029102 NST54 RS12375 WP 368985368.1 LENIMVGLNQYGFGPQLAMRIYQTYKEHTLEIVENNPYKLVEDIEGIGFGRADELGFKLGMKGNHPDRVKAGCLYTLETD 232
NTDB id 355 BSU 27480 NP 390625.1 LEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETT 240
consensus !!*!!* !!!*!!!!!! !*!!! ! *!!! * !!! !! !*!!!!!!*!!!!! **!* !!!!*!!!!**!!!!!!
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NTDB id 1029102 NST54 RS12375 WP 368985368.1 CIQEGHCYLEKKTFIPTVKKLLESNQP..VEIFPEDIEHELLKLEEEGKIVVDEERVFLPSIFYSEKGLVTNIKRILAQK 310
NTDB id 355 BSU 27480 NP 390625.1 CLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQT 320
consensus !* !!!*!*! !* !! *** ! * ! * ** ! ! !!*** !** !!*!! ! * *!*! !
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NTDB id 1029102 NST54 RS12375 WP 368985368.1 EFEDGFPESEFLLALGSLEERLGIQYAPSQREAIQTALSSPMLILTGGPGTGKTTVIKGIVELYGELHGCSLDPKDYKKD 390
NTDB id 355 BSU 27480 NP 390625.1 EYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKKD 400
consensus !*! !!!!!!!!!!! !!!!* *!!!!!!*!!!! !!!!!!!*!!!!!!!!!!!!!*!!!!!!!!!!!*!!!! !!!!
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NTDB id 1029102 NST54 RS12375 WP 368985368.1 EVFPFVLAAPTGRAAKRMAESTGLPAVTIHRLLGWNGTETFDYNEDNPIEGKIVIIDEMSMVDIWLAHHLFKALPAHVQV 470
NTDB id 355 BSU 27480 NP 390625.1 EAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQI 480
consensus ! !! !!!!!!!!!!!!! !!!!!!!!!!!!!!!!!! ! ! * !!*!!!!!**!!!! !!*!!!!!*!!!!!*! !*!*
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NTDB id 1029102 NST54 RS12375 WP 368985368.1 ILVGDEDQLPSVGPGQVLKDLLASERIPTVRLTDIYRQESGSSIIQLAHAIKNGTIPEDLRLQQKDRSFISCRTTQVADV 550
NTDB id 355 BSU 27480 NP 390625.1 IIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKEV 560
consensus !*!!!!!!!!!!!!!!!!*!!!!! !!!!!!!!!!!! !!!!* !!! *!!! *! ! * !!!!!! ! *!* *!
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NTDB id 1029102 NST54 RS12375 WP 368985368.1 VKQVVGHAINKGYTPKDIQVLAPMYRGPAGIDELNILLQEILNGTNKEKRRELNFGDHTYRVGDKVLQLVNQPDKNIFNG 630
NTDB id 355 BSU 27480 NP 390625.1 VEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNP.PKEKRRELKFGDVVYRTGDKILQLVNQPENNVFNG 639
consensus ! !!**!* !!!!*!!!!!!!!!!!!*!!! !!!**!!*!!!***!!!!!!! !!!* !! !!!*!!!!!!!* !*!!!
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NTDB id 1029102 NST54 RS12375 WP 368985368.1 DIGEIVAIFYAKESEDKVDQLVVSFDGNEVTYPRQDLHQITLAYCCSIHKSQGSEFPIVILPIVRGYHRMLRRNLIYTAI 710
NTDB id 355 BSU 27480 NP 390625.1 DIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAI 719
consensus !!!!! !!!!!! *! ! !!!!!!!!*!*** ! *! !*!!!!!!!!!!!!!!!!!*!!*!*!!*!!!!!!!*!!!!

logo TRASKEKFKL I LCGEEDEAFLERTWAGVKYNRNTDADNTMVRNQTSTLKKNRLLSQVEQI
V
E
N
E
G
I
M
D
H
A
T
E
P
NMGLVK

LEADLMQSKYEELPRFLMSNVHTDAPMNI
VGMEGNI STPFYDFMF

K

NTDB id 1029102 NST54 RS12375 WP 368985368.1 TRSKEKLILCGEEDAFRTAVYRTDDNMRNTTLKKRLLQEINGIHTPNMGLVKEDMSYEERLMNTDPMVGMENISPYDFMF 790
NTDB id 355 BSU 27480 NP 390625.1 TRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAE.....LEALQKELPFSVHDANIGMEGITPFDFMK 794
consensus !! ! !!!!!!!*! *! ! *!*!*!! !! * ** ****** ! * ! * *!* *!!! !*!*!!!
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NTDB id 1029102 NST54 RS12375 WP 368985368.1 EDRAEYLS 798
NTDB id 355 BSU 27480 NP 390625.1 EEQQ.... 798
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