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NTDB id 1029057 NSQ45 RS12255 WP 368993240.1 MLQAKTRWAVREGNRQKAEQLMNELQLTPLVANLLVNRGLDTAESVKKFLNP.DEEFHHPFLLNDMDICVERIFRAIRNG 79
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !! ! !! * * ! ! !**!!!!! !!! !! !!!!! * !!***! *!**!! * ! * *!! !! *

logo EKR I
M
M
V
I
VYGDYDADGVTSTSYVLMLHKTLQREKLGSADQAVDFYIPDNRFKTEGYGPNEKQAFRSTI

LKEARGFYHSL I ITVDNTGIAAGI
VHEAKVAKE I

L
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NTDB id 1029057 NSQ45 RS12255 WP 368993240.1 VKKALPLLQSSDHFGLKALMWIAGINQQELNEESISFGLAPRINAPGRLYHAGMVVDLFLANDKDEAEQLAHEINEINKE 319
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NTDB id 1029057 NSQ45 RS12255 WP 368993240.1 DICIDEWQLFDYRGNRRIDQWIHQVPEKSSKLIVFRESTVNQMNLSEFAAGLEIIHSEASAKNCDIDGMNIVLIDLPQSK 639
NTDB id 354 BSU 27620 NP 390640.1 DAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSL 638
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NTDB id 1029057 NSQ45 RS12255 WP 368993240.1 KQLESLLAGKQVARIYAHFYQDDIELLNTMPTREHFKWMYAFLCKKGVFDFRRYGAELAKYKGWSLHTIKFMLTVFFELN 719
NTDB id 354 BSU 27620 NP 390640.1 DMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLG 718
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NTDB id 1029057 NSQ45 RS12255 WP 368993240.1 FVTMDNGILSVIKNPSKRDLSESKTYQLRQEIIQLEKELLFSSYKQLKNSLDRFIGTANMKEAKAWI..... 786
NTDB id 354 BSU 27620 NP 390640.1 FVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDS....EAYESTRRT 786
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