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NTDB id 1028970 AB4851 RS18350 WP 414450962.1 MFSFFKRLIGSKADDASQDAPADEQTG..AE.......AAPDTPRPAEPRAGAT.PATPAMPAALAPVTAQPAAPVAPAP 70
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQV....KETVAEMP 76
consensus !!!!!*! * * * ** !******* *! * *!!* ! **! * ***!* *!**** *!!* !
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NTDB id 1028970 AB4851 RS18350 WP 414450962.1 QV....APPVASTPTAPAPRADSTAVEIVPPPAPEPAAKKSWIARLRSGLSKTSS....NLTNVFVSTKIDEDLYEELET 142
NTDB id 1118 NGFG RS11455 WP 003696286.1 SEAGEAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELET 156
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NTDB id 1028970 AB4851 RS18350 WP 414450962.1 ALLMSDAGVDATEYLLGALRERVKAQRLTDPQQVKTALRTLLVELLQPLEKSLMLGR.AQPLVMMIAGVNGAGKTTSIGK 221
NTDB id 1118 NGFG RS11455 WP 003696286.1 VLITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGK 236
consensus !* ! !**!!!!!* *! !! ! !** ** !!* ! *!* !!!!*!*!* * ! !*!*!!*!!!!!!!!!!!
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VVLMADTAGRLPTQLHL
NTDB id 1028970 AB4851 RS18350 WP 414450962.1 LAKHLQSFDQSVLLAAGDTFRAAAREQLAIWGERNNVTVVQQESGDPAAVIFDAVGAARARKIDVVMADTAGRLPTQLHL 301
NTDB id 1118 NGFG RS11455 WP 003696286.1 LAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHL 316
consensus !!!* ! !!!!!!!!!!!!!!!!!! !! !!!!!!* ! *!!*!!!*!!!! !!*!! !!*!*!!!!!!!!!!!!!
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NTDB id 1028970 AB4851 RS18350 WP 414450962.1 MEELRKVKRVVGKAQADAPHEVLLVIDANTGQNALAQVKAFDDALGLTGLIVTKLDGTAKGGILAAIARQRPVPVYFIGV 381
NTDB id 1118 NGFG RS11455 WP 003696286.1 MEEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGV 396
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NTDB id 1028970 AB4851 RS18350 WP 414450962.1 GEKVEDLQPFSAEEFADALLG 402
NTDB id 1118 NGFG RS11455 WP 003696286.1 GEGIDDLRPFDARAFVDALLD 417
consensus !! **!! !! ! ! !!!!
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