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NTDB id 1038 H0N27 RS01510 WP 000993725.1 ........MNAQKGFTLIELMIVVAIIGILAAIAIPQYQNYIAKSQVNSGFSEISSIKTGY.ENAVNEGAVPTKLSD.VG 70
NTDB id 1197 PSJM300 03940 AFN76866.1 ......MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGF.EQAINEGKTPSLTSTDEG 73
NTDB id 1204 PSJM300 03935 AFN76865.1 ....MKPVKSSCRGFSLIELMIVVAIIGILAAIALPAYQNYTVRSTAASALAEITPAKAAF.EQAISEGHTPSLVSSLPG 75
NTDB id 1292 VP RS12235 WP 005479693.1 ...MKHSKQKKQQGFTLIELMIVVAIIGVLAAAAIPAYQNYVTRSEVTSGLATVKALITPAELHYQENGIAAAATLAQ.L 76
NTDB id 1191 AAC28468.1 484..945( ) ......MLKKVQKGFTLIELMIVIAIIGILAAIALPAYQDYTARAQATEGFKATAGLQTDLGAWRADRGSFPNAAALV.A 73
NTDB id 1119 NGFG RS11465 WP 017147169.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNTSA.G 72
NTDB id 1109 OK783 RS10670 WP 157147416.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNTSA.G 72
NTDB id 1188 NELON RS01755 WP 003772458.1 .......MKAMQKGFTLIELMIVIAIIGILAAIALPAYQDYTVRSKVSEALIAASSPKSALSEAFQTDGITGMTAAAK.A 72
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPST.A 71
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSV.GSS.V 78
NTDB id 102843 QUE46 RS14435 WP 286245366.1 ....MKTMTQKQQGFTLIELMIVVAIIGILAAVALPAYQDYTIRAKVTEGLSLASAAKTTVTENAMNGNAL.....DQ.A 70
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAAT.G 70
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAAT.G 70
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NTDB id 1038 H0N27 RS01510 WP 000993725.1 FTAAT..........S...SVCATYSIDAFT.ETDGAGKITCT....LKGN..PKIATKIVELT.............RST 117
NTDB id 1197 PSJM300 03940 AFN76866.1 YIGIT..........D.STSYCD.....VDL.DTAADGHIECT....AKGGNAGKFDGKTITLN.............RTA 119
NTDB id 1204 PSJM300 03935 AFN76865.1 FIGIG..........A.STNYCT.....VTL.IATATGSITCT....TQNGMPDRFNGKTITIA.............RTT 121
NTDB id 1292 VP RS12235 WP 005479693.1 G.................VDVAANDLGAIDSALAGGSPTLTFTFDAD......SSIDGGILTF.............TRDA 120
NTDB id 1191 AAC28468.1 484..945( ) GNVIFDSA..........NGLDGKYFAPGGVTVTPDTGAINIAFDAG.......ANAGKTMTITPTVIA.......ASGQ 129
NTDB id 1119 NGFG RS11465 WP 017147169.1 V.............ASPPTDIKGKYVKEVEV....KNGVVTATMLSS...GVNNEIKGKKLSLW..........GRRENG 122
NTDB id 1109 OK783 RS10670 WP 157147416.1 V.............ASA.STIKGKYVQKVEV....AKGVVTAQMAST...GVNKEIQDKKLSLW..........AKRQDG 121
NTDB id 1188 NELON RS01755 WP 003772458.1 FNKTAAAGGGAGGAAAAGTQHASKYVKSVKVT.EASPWDITVAISATEANGIPTGLDGNTIRLFPLVNKA.V.PAATSTG 149
NTDB id 1002 ACIAD RS15100 WP 004923779.1 GSSCV.......GVQEISASNATTNVATATCG.ASSAGQIIVTMDTT.......KAKGANITLTPT..........YASG 126
NTDB id 1424 RS RS02795 WP 011000517.1 F................TPTKNVANLTIAGTG..TVPGQITVTY.TT.......AAGGGTLALVPTAAGTALPVSSAPSG 132
NTDB id 102843 QUE46 RS14435 WP 286245366.1 W................VAPTATDNVTSVGIN..GTTGVVTVTY.TA.......SAGNGTLTLTPTSGGAALASGTVPTG 124
NTDB id 1274 LPP RS09530 WP 011214168.1 Y................VSPAATPNVASIAI...GANGVITITY.TA.......AAGGGTIVMTPTL.........QANG 114
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