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BN NKVILIGRILGRDPEVRYMPNG AVENISVATSE WD NEG RIYERITEWHRIT YRKLAE AGQYL KGEVY
S| NKVILIGRLGRDPEVRYMPNG AV(ENIJSVATSE WD NRG REYERITEWHRIT YRKLAE AGQYL KG{eavyY
RUNG NKVI GNLG DPE RMPNG AVANISVATSE WHNDKNTGER ETEWHRI%YR EAEVAGQYLRKGSQVY

T

MUW\GVNKVI GNLG DP RpyMPNG AVAR{ SVATSE WNDKRITGER EWYTEWHRI R [WAEVAGQYLRKGSRVY
RUEVNKVILIGNLGRADPEER RPEG A @NI] AT ERWIIDKNTGER EWITEWHR TIJY[EKLAE AGQYLRKGSQVY
WERPIGVNKVILIGNLG DPEVRYMPBIGAVANI ATSE WRIDKEATGE[N EIMTEWHR T Y@®KLAEVAG YLRKGSQVY

WANIGVNKVIL GNLG DPEVRYMPNGEAVANI ATSE WEDKHTGEN EM
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T ORTE e .
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ELSYAAPRRQIFVPEIA ALY 174
ELNZAAPRRQIZVPEIAAJY 174
.QQAAKQAAK|ZA QLN 178
ATRJZQPAQKPAAQEYNP 180
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X non conserved
B similar
Bl >50% conserved
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