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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 102830 QUE46 RS01740 WP 286245961.1 .MARGVNKVILVGNLGQDPEVRYMPNGNGVANITLATSDSYKDKNTGQMVDKTEWHRVVFFGKLAEIVGEYCRKGSQIYV 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPYDE.................GYGQSQEAYQRPAQQ 135
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPYEE.................GYGQSQEAYQRPAQQ 135
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSG...GDFGGN....QGSGWNQAPAQTNY......NQGGYSD 141
NTDB id 102830 QUE46 RS01740 WP 286245961.1 EGKLQTRKWTDQQGQEKYTTEIVVDGFTGQMQMLGARGGDQQGGGYQGNQGGQQGGGYQNNQQGGGYGQNNQGQQGGYGQ 159
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQ...GGMPA......QGG...........MNVPAQQGSWGQ 140
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FDDDIPF
NTDB id 1131 NGFG RS05740 WP 003695064.1 SRQPAPD..........................APSHPQ.EAPAAPR......RQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 SRQPASD..........................APSHPQ.EAPAAPR......RQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 N....................YAQN............NNFNGGNATRPQPAQ.KPAAQAEPPMDNFDDDIPF 180
NTDB id 102830 QUE46 RS01740 WP 286245961.1 QQQAAPAQRPAAAPAAQQNNQYQQSNNSGFAPQQNSAPQQQGGFAPKPQNAPQGGASNPMEPTIDFDDDIPF 231
NTDB id 1166 A1552VC RS00795 WP 000168289.1 PQQPAKQHQPMQ......................QSAPQQ.............YSQPQYNEPPMDFDDDIPF 177
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