
logo

MKF
M
E
M
F
N
M
G
I
M
T
D
K
R
I
N
F
YTSELPRKRTAKAMLDNQKRAEVCI LFIARHEKLRSAEYQFELMYVEAAHLEGMQHRLLYFCEGQYHASNGNSPRCQTFNYKVILGENETDSEASWTHVLIRHLAILGNYAALTMAQSVNRTENVLEITVHNDGPTSESGYGS IVAAYGKSALALSTFLQATNAEGDLMFYGNEPALVDYGDREVISMERSHDDFKSR I

E
L
D
L
Q
E
K
Y
I
D
Q
E
A
L
V
T
E
A
S
A
I
L
V
E
I
L
VAI

M
L
G
EKLEKRTDEPLKTSDLSY

G
H
R
S

NTDB id 610 V4T04 RS10165 WP 012897346.1 MKFENIKYTPTLDRILEKAEEYAHQYQYGTIESAHLLAAMATTSGSIAYSLLAGMNVDSSDLLIDL........EDLSSH 72
NTDB id 287 SP RS11210 WP 001109712.1 .....MNYSKALNECIESAYMVAGHFGARYLESWHLLIAMSNHSYSVAGATLNDYPYEMDRLE.....EVALELTETDYS 70
NTDB id 290 KZH43 RS10025 WP 001109677.1 .....MNYSKALNECIESAYMVAGHFGARYLESWHLLIAMSNHSYSVAGATLNDYPYEMDRLE.....EVALELTETDYS 70
NTDB id 289 SPD RS10700 WP 001109677.1 .....MNYSKALNECIESAYMVAGHFGARYLESWHLLIAMSNHSYSVAGATLNDYPYEMDRLE.....EVALELTETDYS 70
NTDB id 377 SMU RS09275 WP 002262344.1 ....MTDYSLKMQEVFRLAQFEAARFESSYLESWHVLLAMVEIDSSVAGLSFAEFEADVRFEDYQAAAILAIGKKPKSSS 76
NTDB id 297 STER RS00545 WP 011680614.1 ....MTIYSRKMQAIFHRAQLEAERFESPFLETWHVLLAMVEVTGSVAYLTFTDFEDRIHSEEIETAAVLAMEKRPKDLS 76
NTDB id 329 STU RS10020 WP 011225298.1 ....MTIYSRKMQAIFHRAQLEAERFESPFLETWHVLLAMVEVPGSVAYLTFTDFEDRIHSEEIETAAVLAMEKRPKDLS 76
NTDB id 85 BSU 00860 NP 387967.1 ..MMFGRFTERAQKVLALAQEEALRLGHNNIGTEHILLGLVREGEGIAAKALQALGLGSEKIQKEVESLI........GR 70
NTDB id 1028021 AB4922 RS06495 WP 368775020.1 .......................MRCQHCQVNEATIRLNMQVN...................................S. 21
NTDB id 601 KW2 RS02615 WP 021036805.1 .......................MLCQNCNINEATIHLYTSVN...................................G. 21
NTDB id 378 SMU RS02690 WP 002263569.1 .......................MLCQNCKLNEATIHLYANVN...................................G. 21
NTDB id 281 KZH43 RS03550 WP 000882517.1 .......................MLCQNCKINDSTIHLYTNLN...................................G. 21
NTDB id 245 SPD RS03860 WP 000882517.1 .......................MLCQNCKINDSTIHLYTNLN...................................G. 21
NTDB id 243 SPR RS03635 WP 000882517.1 .......................MLCQNCKINDSTIHLYTNLN...................................G. 21
NTDB id 241 SP RS04015 WP 000882523.1 .......................MLCQNCKINDSTIHLYTNLN...................................G. 21
consensus * * * *

logo

G
N
V
E
Q

K
Q
S
D
V
D
E
D
K
M
I
T
R
S
F
I
M
Q
S
D
T
T
E
L
I
R
L
E
H
R
A
P
Y
Q
F
T
S
H
R
P
A
R
S
A
Q
K
L
R
E
K
Q
E
R
S
V
A
I
K
T
M
V
L
Q
M
F
L
I
A
E
T
V
Q
D
A
E
L
S
A
C
A
M
S
E
Q
A
E
F
G
D
Y
N
E
L
I
V
C
S
A
Y
I
R
T
Q
K
S

H
K
S
I
V
N
L
M
T
V
I

N
G
H
H
S
A
E
S
V
K
A
M
Y
E
V
K
E
S
L
T
V

Q
D
G
G
S
P
T
K
Q
N
E
E
M
N
H
A
G
I
K
L
S
V
P
L
L
M
Y
F
N
G
K
A
A
H
M
F
L
I
G

G
I
M
L
N
Q
R
S
H
L
T

A
E
N
Q
V
H
D
E
P
Q
K
S
G
L

E
D
N
S
A
G
L
N

F
N
S
V
M
L
R

G
S
V
D
A
A
D
L
C
T
E
Q
R
P
L
I
I
M
F
L
K
N
D
E
L
V
R
P
V
AGFHQSAYEKDDKGSKEQDSKQI

P
V
F
N
V
K
R

L
F
I
D
L
V
I
N
A
G

N
S
A
D
I
F
L
G
F
R
G
S
V
K
N
R
A
E
V
N
S
D
I
L
Q
N
E
G
K
E
R
N
A
Q
Y
N
R
F

NTDB id 610 V4T04 RS10165 WP 012897346.1 VKVKRSTLRFSPRAEEVMTAASFLAIHNNSEAVGTEHLLYALLQVEDGFGLQLLKL.........QKINIVSLRKELEKR 143
NTDB id 287 SP RS11210 WP 001109712.1 QDETFTELPFSRRLQVLFDEAEYVASVVHAKVLGTEHVLYAILHDSNALATRILERAGFSYEDKKDQVKIAALRRNLEER 150
NTDB id 290 KZH43 RS10025 WP 001109677.1 QDETFTELPFSRRLQILFDEAEYVASVVHAKVLGTEHVLYAILHDGNALATRILERAGFSYEDKKDQVKIAALRRNLEER 150
NTDB id 289 SPD RS10700 WP 001109677.1 QDETFTELPFSRRLQILFDEAEYVASVVHAKVLGTEHVLYAILHDGNALATRILERAGFSYEDKKDQVKIAALRRNLEER 150
NTDB id 377 SMU RS09275 WP 002262344.1 N..DIMLLEQSHALKRTLAEAAAISQVTHAKEVGTEHVLFAMLLNPNLLATRILELVGFHAKDDGESIRLLDLRKVIERY 154
NTDB id 297 STER RS00545 WP 011680614.1 ESDIIDLRAQSPALEAMLQEAQEIASVTGAVEVGSEHVLMAFLLHKDLMVCRLLEVAGFQYKDDSDKPRIIDLRRSLERN 156
NTDB id 329 STU RS10020 WP 011225298.1 ESDIIDLRAQSPALEAMLQEAQGIASVTGAVEVGSEHVLMAFLLHKDLMVCRLLEVAGFQYKDDSDKPRIIDLRRSLERN 156
NTDB id 85 BSU 00860 NP 387967.1 GQEMSQTIHYTPRAKKVIELSMDEARKLGHSYVGTEHILLGLIREGEGVAA....R............VLNNLGVSLNKA 134
NTDB id 1028021 AB4922 RS06495 WP 368775020.1 .............SRSQMVLCEDCYTSL...MEQSKMK...............M.......................... 44
NTDB id 601 KW2 RS02615 WP 021036805.1 .............QKKQIDLCQNCYQIM...KSGGQEALFGAGNASNGNSDEPFNP.............FNDIFSALQGQ 72
NTDB id 378 SMU RS02690 WP 002263569.1 .............QQKQIDLCQNCYQIM...KTDPENGPLNHLSQQNSSS...INP............FFDDFFGDLNNF 70
NTDB id 281 KZH43 RS03550 WP 000882517.1 .............KQKQIDLCQNCYKII...KTDPNNSLFKGMTDLNNRD...FDP.............FGDFFNDLNNF 69
NTDB id 245 SPD RS03860 WP 000882517.1 .............KQKQIDLCQNCYKII...KTDPNNSLFKGMTDLNNRD...FDP.............FGDFFNDLNNF 69
NTDB id 243 SPR RS03635 WP 000882517.1 .............KQKQIDLCQNCYKII...KTDPNNSLFKGMTDLNNRD...FDP.............FGDFFNDLNNF 69
NTDB id 241 SP RS04015 WP 000882523.1 .............KQKQIDLCQNCYKII...KTDPNNSLFKGMTDLNNRD...FDP.............FGDFFNDLNNF 69
consensus ** ** *** *** * * ** ** *



logo

T
R
A
A
D
P
G
F
L
W
S

K
N
T
S
G
V
K
R
N
A
P
Q
E
A
E
D
I
S
T
L
N
P
K
K
N
Q
P
A
AVT
L
I
F
T
H
R
P
E
D
Q
P
L
M
R
T
S
H
R
Q
A
Q
T
R
K
S

R
V
P
T
G
L
P
V
K
G
M
N
Q
K
G
N
V
L
S
A
Y

F
L
D
K
G

A
N
K
G
G
Q
N
S

S
A
N
G
E
N
S
G
F
T
Y
F
N
GSESRQAGQRNANPR

S

R
F
M
G
H
G
A
S
D
P
A
N
L
T
M
Q
N
Q
S
T
M
K
T
V
G
Q
P

E
N
R
A
M
P
A
E
R
S
P
K
P
N
S
Q
A
K
T
S
Q

N
Q
T
V
S
E
P

N
S
T
K
P
G
M
T
E
G
LLADESDEVLYFASTGSKHRINDI

V
LTDAEEGSLQIAHKERAEKLQRSDGLRSENDKI

L
E
DP I

M
VIGRSEDAQDKEEVIDKQTISRLMVVIHQEVI L

NTDB id 610 V4T04 RS10165 WP 012897346.1 TGLKVPESKKAVTPMSKRKMAKG..............VAENSTTPTLDSVSSDLTEEARLGKLDPMIGREAEIDRLIHIL 209
NTDB id 287 SP RS11210 WP 001109712.1 AGWTREDLKA.LRQRHRTV.ADKQN......SMANMMGMPQTPSGGLEDYTHDLTEQARSGKLEPVIGRDKEISRMIQIL 222
NTDB id 290 KZH43 RS10025 WP 001109677.1 AGWTREDLKA.LRQRHRTV.ADKQN......SMANMMGMPQTPSGGLEDYTHDLTEQARSGKLEPVIGRDKEISRMIQIL 222
NTDB id 289 SPD RS10700 WP 001109677.1 AGWTREDLKA.LRQRHRTV.ADKQN......SMANMMGMPQTPSGGLEDYTHDLTEQARSGKLEPVIGRDKEISRMIQIL 222
NTDB id 377 SMU RS09275 WP 002262344.1 AGFSKEDIKA.IFEMRKPKKVKNSS......SFSDLMKPP.SVTGELADFTRDLTELARQGRLEPVIGREQEISRMVQIL 226
NTDB id 297 STER RS00545 WP 011680614.1 AGLSKQDLKA.IHDLRKPKKSKASA......NFANMMQPPQSSTGELADYTKDLTALAESGNLDPVIGRDEEISRMIQVL 229
NTDB id 329 STU RS10020 WP 011225298.1 AGLSKQDLKA.IHDLRKPKKSKASA......NFANMMQPPQSSTGELADYTKDLTALAESGNLDPIIGRDEEISRMIQVL 229
NTDB id 85 BSU 00860 NP 387967.1 ..............RQQVLQLLGSNETGSSAAG....TNSNANTPTLDSLARDLTAIAKEDSLDPVIGRSKEIQRVIEVL 196
NTDB id 1028021 AB4922 RS06495 WP 368775020.1 .................GPNLFGGGSFFSEQAGHATSQERPKQKGLLDELGRNLTDGAHAGLIDPVIGRDEEVTRVIEIL 107
NTDB id 601 KW2 RS02615 WP 021036805.1 .DFNGAASNQ.TPPTQTGG..........RGPRGPQNPRAKQPKGMLEEFGINITESARRGEIDPVIGRDEEIKRVIEIL 140
NTDB id 378 SMU RS02690 WP 002263569.1 RAFNNQDLPN.TPPTQAGGGNGNGGN.N.RRPGGPQQQASQKPNGLLEEFGINLTDIARKGEIDPVIGRDEEITRVIEIL 147
NTDB id 281 KZH43 RS03550 WP 000882517.1 RPSSN..TPP.IPPTQSGGGYGGNGGYGSQNRGSAQTPPPSQEKGLLEEFGINVTEIARRGDIDPVIGRDDEIIRVIEIL 146
NTDB id 245 SPD RS03860 WP 000882517.1 RPSSN..TPP.IPPTQSGGGYGGNGGYGSQNRGSAQTPPPSQEKGLLEEFGINVTEIARRGDIDPVIGRDDEIIRVIEIL 146
NTDB id 243 SPR RS03635 WP 000882517.1 RPSSN..TPP.IPPTQSGGGYGGNGGYGSQNRGSAQTPPPSQEKGLLEEFGINVTEIARRGDIDPVIGRDDEIIRVIEIL 146
NTDB id 241 SP RS04015 WP 000882523.1 RPSSN..TPP.IPPTQSGGGYGGNGGYGSQNRGSAQTPPPSQEKGLLEEFGINVTEIARRGDIDPVIGRDDEIIRVIEIL 146
consensus * * * * * !*** *!**!* * **!*!!!**!* !** *!

logo

N
SRKRNTKNNPVLVIGDEAPGVGKSTAI

L
V
I
V
A
Y
L
EGLALQQKRI IAVNSDNSGAQEDVPEINQAFHGIEKMLHKMRQAKNDGSMKEKNQRI

V
Y
M
I
L
A
L
T
E
RLNDLMVAGSMVTNSLVVQANGTKRGVYIFRGEDQFEDERLMTKNQANQKVILVIMADKEDELVIQSERQSAEKADRKNPQEGHKNQDVIVI IML

NTDB id 610 V4T04 RS10165 WP 012897346.1 SRRTKNNPVLVGEPGVGKSAIIEGLAQRIVNGQVPIGLMNSRIMALNMATVVAGTKFRGEFEDRLTAIVEEVSSDPDVII 289
NTDB id 287 SP RS11210 WP 001109712.1 SRKTKNNPVLVGDAGVGKTALALGLAQRIASGDVPAEMAKMRVLELDLMNVVAGTRFRGDFEERMNNIIKDIEEDGQVIL 302
NTDB id 290 KZH43 RS10025 WP 001109677.1 SRKTKNNPVLVGDAGVGKTALALGLAQRIASGDVPAEMAKMRVLELDLMNVVAGTRFRGDFEERMNNIIKDIEEDGQVIL 302
NTDB id 289 SPD RS10700 WP 001109677.1 SRKTKNNPVLVGDAGVGKTALALGLAQRIASGDVPAEMAKMRVLELDLMNVVAGTRFRGDFEERMNNIIKDIEEDGQVIL 302
NTDB id 377 SMU RS09275 WP 002262344.1 SRKTKNNPVLVGDAGVGKTALAYGLAQRIVDSAVPFELADMKVLELDMMSVVAGTRFRGDFEERMNQIIADIEADGHIVL 306
NTDB id 297 STER RS00545 WP 011680614.1 SRKTKNNPVLVGEAGVGKTALALGLAQRIASGEVPFELADMRILELDMMSVVAGTRFRGDFEERMNQIIDEIEADGKIIL 309
NTDB id 329 STU RS10020 WP 011225298.1 SRKTKNNPVLVGEAGVGKTALALGLAQRIASGEVPFELADMRILELDMMSVVAGTRFRGDFEERMNQIIDEIEADGKIIL 309
NTDB id 85 BSU 00860 NP 387967.1 SRRTKNNPVLIGEPGVGKTAIAEGLAQQIINNEVPEILRDKRVMTLDMGTVVAGTKYRGEFEDRLKKVMDEIRQAGNIIL 276
NTDB id 1028021 AB4922 RS06495 WP 368775020.1 NRRNKNNPVLIGEPGVGKTAIAEGLALKIANGDVPNKLKNKQVYLLDVSSLVANTGVRGQFEERMKQLIKELQSRKNIIL 187
NTDB id 601 KW2 RS02615 WP 021036805.1 NRRTKNNPVLIGEPGVGKTAVVEGLAQKIVDGDVPQKLQNKEVIRLDVVSLVQGTGIRGQFEERMQKLMDEIRKRNDVIM 220
NTDB id 378 SMU RS02690 WP 002263569.1 NRRTKNNPVLIGEPGVGKTAVVEGLAQKIVDGDVPQKLHGKNVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRQRQDVIL 227
NTDB id 281 KZH43 RS03550 WP 000882517.1 NRRTKNNPVLIGEPGVGKTAVVEGLAQKIVDGDVPHKLQGKQVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRKREDIIL 226
NTDB id 245 SPD RS03860 WP 000882517.1 NRRTKNNPVLIGEPGVGKTAVVEGLAQKIVDGDVPHKLQGKQVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRKREDIIL 226
NTDB id 243 SPR RS03635 WP 000882517.1 NRRTKNNPVLIGEPGVGKTAVVEGLAQKIVDGDVPHKLQGKQVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRKREDIIL 226
NTDB id 241 SP RS04015 WP 000882523.1 NRRTKNNPVLIGEPGVGKTAVVEGLAQKIVDGDVPHKLQGKQVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRKREDIIL 226
consensus !**!!!!!!*!**!!!!*!* *!!!**!* **!! * ** !*****!**! !! !!*!** ***** ***



logo FVIDE I
LHLETLI IMVGSAGGSGAMGSI EDSGASVNTI

N
L
MDASAGNI LKPSALARGDSTEFLHRQCMTL IVGATTYQLDHKAENEYQRKQYHI I EKDEAALSERRLMFAQRKP I

V
I
N
Q
K
T
I
V
E
D
Q
EPTSEPQVESADDESATFYMIAEDQTI LLRNQKGI

L
K
R
Q

NTDB id 610 V4T04 RS10165 WP 012897346.1 FIDELHTIIGAGGGMDSVNDAANILKPALARGDFQMVGATTYHEYQKYIEKDEALERRLARINVDEPSPDEAIAILQGLR 369
NTDB id 287 SP RS11210 WP 001109712.1 FIDELHTIMGSGSGIDSTLDAANILKPALARGTLRTVGATTQEEYQKHIEKDAALSRRFAKVTIEEPSVADSMTILQGLK 382
NTDB id 290 KZH43 RS10025 WP 001109677.1 FIDELHTIMGSGSGIDSTLDAANILKPALARGTLRTVGATTQEEYQKHIEKDAALSRRFAKVTIEEPSVADSMTILQGLK 382
NTDB id 289 SPD RS10700 WP 001109677.1 FIDELHTIMGSGSGIDSTLDAANILKPALARGTLRTVGATTQEEYQKHIEKDAALSRRFAKVTIEEPSVADSMTILQGLK 382
NTDB id 377 SMU RS09275 WP 002262344.1 FIDELHTIMGSGSGIDSTLDAANILKPALARGSLRTIGATTQEEYQKHIEKDAALSRRFAKVTIEEPSEEEAYQILLGLK 386
NTDB id 297 STER RS00545 WP 011680614.1 FIDELHTIIGSGSGIDSTLDAANILKPALARGTLHMVGATTQAEYQKHIEKDAALSRRFAKITIEEPSVSEAIDILNGLR 389
NTDB id 329 STU RS10020 WP 011225298.1 FIDELHTIIGSGSGIDSTLDAANILKPALARGTLHMVGATTQAEYQKHIEKDAALSRRFAKITIEEPSVSEAIDILNGLR 389
NTDB id 85 BSU 00860 NP 387967.1 FIDELHTLIGAGGA.EGAIDASNILKPSLARGELQCIGATTLDEYRKYIEKDAALERRFQPIQVDQPSVDESIQILQGLR 355
NTDB id 1028021 AB4922 RS06495 WP 368775020.1 FVDEIHLLVGAGSA.EGSMDAGNILKPALARGELQLVGATTLKEYR.QIEKDAALERRFQPVIVDEPTQDEAFEILKGIQ 265
NTDB id 601 KW2 RS02615 WP 021036805.1 FIDEIHEIVGAGSAGDGNMDAGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPSVDETITILRGIQ 299
NTDB id 378 SMU RS02690 WP 002263569.1 FIDEIHEIVGAGSAGDGNMDAGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPSVAETITILKGIQ 306
NTDB id 281 KZH43 RS03550 WP 000882517.1 FIDEIHEIVGAGSASDGNMDAGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPTVDETITILKGIQ 305
NTDB id 245 SPD RS03860 WP 000882517.1 FIDEIHEIVGAGSASDGNMDAGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPTVDETITILKGIQ 305
NTDB id 243 SPR RS03635 WP 000882517.1 FIDEIHEIVGAGSASDGNMDAGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPTVDETITILKGIQ 305
NTDB id 241 SP RS04015 WP 000882523.1 FIDEIHEIVGAGSASDGNMDAGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPTVDETITILKGIQ 305
consensus !*!!*! **!*!** * *!!*!!!!!*!!!!*****!!!! !! !!!!*!!*!! * ***!*******!! !*

logo

E
P
D
S
A
K

R
S
T
K
F
YETAKDHYHGQRHVI

S
K
T
Q
F
I
Y
S
TDDQEAAVIMKESTACAAVHMNQTKGAMLASDSVHNRYMLI STQGSDKRKNHFLPDSKAIDL IMLDESASAGASATKAKMVKRQNGIVNLLSKRTSVAILDFNKANTHKFAQTVPQSKDKTAEPKNADLPRKDADELRSKYVDELINTEDHKNRQEKR I

L
D
A
S
T
I

D
Q
E
I
V
A
A
Q
R
E
A
E
K
N
D
K
E
L
P

A
L
K
A
N
Q
S
D
H
A
K
E
QAVTLKNQMIRAKTSDELNQGEERKD

NTDB id 610 V4T04 RS10165 WP 012897346.1 EKFEDYHQVKFTDQAIKSAVMLSVRYMTSRKLPDKAIDLLDEAAAAVKISVKNQQTKRLDLEKELAEAQEELSEAVIKLD 449
NTDB id 287 SP RS11210 WP 001109712.1 ATYEKHHRVQITDEAVETAVKMAHRYLTSRHLPDSAIDLLDEAAATVQNKAKHVKADDSDL....S....PADKALMDGK 454
NTDB id 290 KZH43 RS10025 WP 001109677.1 ATYEKHHRVQITDEAVETAVKMAHRYLTSRHLPDSAIDLLDEAAATVQNKAKHVKADDSDL....S....PADKALMDGK 454
NTDB id 289 SPD RS10700 WP 001109677.1 ATYEKHHRVQITDEAVETAVKMAHRYLTSRHLPDSAIDLLDEAAATVQNKAKHVKADDSDL....S....PADKALMDGK 454
NTDB id 377 SMU RS09275 WP 002262344.1 KSYETYHHVIISDAAVMAAVKGAHRYLSGKNLPDSAIDLLDEASATVQGLVKK..KAPAYL....T....DLDHALITND 456
NTDB id 297 STER RS00545 WP 011680614.1 SSYEDYHRVTITDAAVETAVKAAHRYLTSKNLPDSAIDLLDEASATVQVRIKK..EDKREI....T....PLDEALISGD 459
NTDB id 329 STU RS10020 WP 011225298.1 SSYEDYHRVTITDAAVETAVKAAHRYLTSKNLPDSAIDLLDEASATVQVRIKK..EAKREI....T....PLDEALISGD 459
NTDB id 85 BSU 00860 NP 387967.1 DRYEAHHRVSITDDAIEAAVKLSDRYISDRFLPDKAIDLIDEAGSKVRLRSFTTPPNLKELEQKLDEVRKEKDAAVQSQE 435
NTDB id 1028021 AB4922 RS06495 WP 368775020.1 DKYEAYHGVTYSDEAIKACVQLSSRYIQDRHLPDKAIDLMDEAGSKANLSIDAASE..DELTNRLAQIAAEKQAALNEER 343
NTDB id 601 KW2 RS02615 WP 021036805.1 ARYEDYHHVKYTDEAIEAAAHLSNRYIQDRFLPDKAIDLLDESGSKKNLTLKFVDP..EDINRRIADAENKKNEATKAED 377
NTDB id 378 SMU RS02690 WP 002263569.1 PKYEDYHHVKYTDEAIEAAANLSNRYIQDRFLPDKAIDLLDEAGSKMNLTLNFVDP..KEIDHRLIEAENLKAQATRDED 384
NTDB id 281 KZH43 RS03550 WP 000882517.1 KKYEDYHHVQYTDAAIEAAATLSNRYIQDRFLPDKAIDLLDEAGSKMNLTLNFVDP..KVIDQRLIEAENLKSQATREED 383
NTDB id 245 SPD RS03860 WP 000882517.1 KKYEDYHHVQYTDAAIEAAATLSNRYIQDRFLPDKAIDLLDEAGSKMNLTLNFVDP..KVIDQRLIEAENLKSQATREED 383
NTDB id 243 SPR RS03635 WP 000882517.1 KKYEDYHHVQYTDAAIEAAATLSNRYIQDRFLPDKAIDLLDEAGSKMNLTLNFVDP..KVIDQRLIEAENLKSQATREED 383
NTDB id 241 SP RS04015 WP 000882523.1 KKYEDYHHVQYTDAAIEAAATLSNRYIQDRFLPDKAIDLLDEAGSKMNLTLNFVDP..KVIDQRLIEAENLKSQATREED 383
consensus **!**! ! *! !***** ** !!* * !!!*!!!!*!!** *** * * ** * !* * *



logo

I
W
Y
F
Q
G
K
E
L
A
Q
K
S
A
K
R
V
A
H
R
S
T
K
Q
Y

K
Q
F
L
E
L
Y
I
R
A
K
D
E
T
A
K
Q

V
N
E
I
K
S
Q
A
E

A
R
K
I
L
Y
A
E
R
K
A
D
E
K
L
Q
R
M
I
L
V

Q
E
Q
S
Y
K
A
D
Q
K
E
F
N
T
K
KKSWKSK

E
L
P
A
K
I
V

D
L
Q
K
P
T
E
G
K
L
N
F
V
D

K
D
E
P
Q

E
N
Y
D
K

E
M
N
P
R
K
T

H
Q
S
A
D
P
S
E
I
V
L

I
V
K
D
S
T
D
V
A
E
Q
E
D
S
K
A
N
Q
T
D
V
I
A
Q
V
M
L
E
M
S
V
A
Q
T
H

V
T
I
A
I
V
L
E
S
K
S
T
R
Q
W
K
L
S
T
Q
N
G
V
IP I

V
K
S
T
E
Q
G
E
Q
D
K
I
M
L
A
Q
K
T
A
K
E
Q
A
D
S
K
T
D
E
T
A
S
Q
D
T
S
K
R
K
Q

M
Y
L
K
I
L
E
H
N
I
M
L
D
A
E
K
N
R
V
D
S
A
E

I
R
D
ELKHTASKHRVVIGQEDAHQDE

NTDB id 610 V4T04 RS10165 WP 012897346.1 IKASRTKEKAVEKIADKIYKF.....SVKEDKRQEVTDQAVVAVASTLTGVPITQMTKSESDRLINLEKELHKRVVGQEE 524
NTDB id 287 SP RS11210 WP 001109712.1 WKQAAQLIAKEE..............EVPV.YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQDQ 519
NTDB id 290 KZH43 RS10025 WP 001109677.1 WKQAAQLIAKEE..............EVPV.YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQDQ 519
NTDB id 289 SPD RS10700 WP 001109677.1 WKQAAQLIAKEE..............EVPV.YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQDQ 519
NTDB id 377 SMU RS09275 WP 002262344.1 YQLAKRLLKKEK..............KPLLKKRAEVKEEDILATLSKLSGIPVKKLTQADSKKYLNLERELHKRVIGQDD 522
NTDB id 297 STER RS00545 WP 011680614.1 IGAAVKQYKANQ..............KAKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRVIGQDE 525
NTDB id 329 STU RS10020 WP 011225298.1 IGAAVKQYKANQ..............KAKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRVIGQDE 525
NTDB id 85 BSU 00860 NP 387967.1 FEKAASLRDTEQRLREQVEDTKKSWKEKQGQENSEVTVDDIAMVVSSWTGVPVSKIAQTETDKLLNMENILHSRVIGQDE 515
NTDB id 1028021 AB4922 RS06495 WP 368775020.1 YEKAAKLRDEEEAIEARLQ.N......KTNDKEHVVTAEDIQSIVEQKTGIPVGKLQADEQTKMKEIDVRLKARVIGQEH 416
NTDB id 601 KW2 RS02615 WP 021036805.1 FEKAAHFRDQISKLRELQKQE......VTDEDMPVITEKDIEQIVEQKTQIPVGDLKEKEQTQLINLADDLKAHVIGQDE 451
NTDB id 378 SMU RS02690 WP 002263569.1 YEKAAYFRDQIAKYKEMQSAK......LDKENTPVITEKNIEVIVEQKTNIPVGELKEKEQSQLIHLADDLKTRVIGQDA 458
NTDB id 281 KZH43 RS03550 WP 000882517.1 FEKAAYFRDQIAKYKEMQKKK......ITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDD 457
NTDB id 245 SPD RS03860 WP 000882517.1 FEKAAYFRDQIAKYKEMQKKK......ITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDD 457
NTDB id 243 SPR RS03635 WP 000882517.1 FEKAAYFRDQIAKYKEMQKKK......ITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDD 457
NTDB id 241 SP RS04015 WP 000882523.1 FEKAAYFRDQIAKYKEMQKKK......ITDQDTPSISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDD 457
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NTDB id 610 V4T04 RS10165 WP 012897346.1 AISAVSRAIRRARSGVADSRRPMGSFMFLGPTGVGKTELAKALADSVFGSEDNMIRVDMSEFMEKHSTSRLIGAPPGYVG 604
NTDB id 287 SP RS11210 WP 001109712.1 AVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVG 599
NTDB id 290 KZH43 RS10025 WP 001109677.1 AVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVG 599
NTDB id 289 SPD RS10700 WP 001109677.1 AVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVG 599
NTDB id 377 SMU RS09275 WP 002262344.1 AVSSISRAIRRNQSGIRVGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVG 602
NTDB id 297 STER RS00545 WP 011680614.1 AVSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAPPGYVG 605
NTDB id 329 STU RS10020 WP 011225298.1 AVSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAPPGYVG 605
NTDB id 85 BSU 00860 NP 387967.1 AVVAVAKAVRRARAGLKDPKRPIGSFIFLGPTGVGKTELARALAESIFGDEESMIRIDMSEYMEKHSTSRLVGSPPGYVG 595
NTDB id 1028021 AB4922 RS06495 WP 368775020.1 AVEKVAKAVKRSRAGLKSKHRPTGSFLFVGPTGVGKTELSKTLAEELFGSKEAIIRLDMSEYMEKHSVSKIIGSPPGYVG 496
NTDB id 601 KW2 RS02615 WP 021036805.1 AVDKISKAIRRSRVGLGKPNRPIGSFLFVGPTGVGKTELAKQLAKELFGSSESMIRFDMSEYMEKHSVAKLIGAPPGYVG 531
NTDB id 378 SMU RS02690 WP 002263569.1 AVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSEDSMIRFDMSEYMEKHAVAKLVGAPPGYVG 538
NTDB id 281 KZH43 RS03550 WP 000882517.1 AVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVG 537
NTDB id 245 SPD RS03860 WP 000882517.1 AVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVG 537
NTDB id 243 SPR RS03635 WP 000882517.1 AVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVG 537
NTDB id 241 SP RS04015 WP 000882523.1 AVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVG 537
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NTDB id 610 V4T04 RS10165 WP 012897346.1 YDEGGQLTERVRNKPYSVVLLDEVEKAHPDVFNIMLQILDDGFVTDTKGRKVDFRNTIIIMTSNLGATALRDDKTVGFGA 684
NTDB id 287 SP RS11210 WP 001109712.1 YEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGA 679
NTDB id 290 KZH43 RS10025 WP 001109677.1 YEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGA 679
NTDB id 289 SPD RS10700 WP 001109677.1 YEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGA 679
NTDB id 377 SMU RS09275 WP 002262344.1 YEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNILLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGA 682
NTDB id 297 STER RS00545 WP 011680614.1 YDEGGELTEKVRNKPYSVLLFDEIEKAHPDIFNILLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGA 685
NTDB id 329 STU RS10020 WP 011225298.1 YDEGGELTEKVRNKPYSVLLFDEIEKAHPDIFNVLLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGA 685
NTDB id 85 BSU 00860 NP 387967.1 YDEGGQLTEKVRRKPYSVVLLDEIEKAHPDVFNILLQVLEDGRLTDSKGRTVDFRNTILIMTSNVGASELKRNKYVGFNV 675
NTDB id 1028021 AB4922 RS06495 WP 368775020.1 HDEAGQLTEKVRRKPYSIILLDEIEKAHPDVQHMFLQIMEDGRLTDSQGRTVSFKDTVIIMTSNAGSTDKKA.VKVGFQS 575
NTDB id 601 KW2 RS02615 WP 021036805.1 YEEAGQLTERVRRNPYSLILLDEIEKAHPDVMHMFLQILEDGRLTDAQGRTVSFKDSLIIMTSNAGTGKV.E.ASVGFGA 609
NTDB id 378 SMU RS02690 WP 002263569.1 YEEAGQLTEKVRRNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDTIIIMTSNAGTGKS.E.ANVGFGA 616
NTDB id 281 KZH43 RS03550 WP 000882517.1 YDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGKT.E.ASVGFGA 615
NTDB id 245 SPD RS03860 WP 000882517.1 YDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGKT.E.ASVGFGA 615
NTDB id 243 SPR RS03635 WP 000882517.1 YDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGKT.E.ASVGFGA 615
NTDB id 241 SP RS04015 WP 000882523.1 YDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGKT.E.ASVGFGA 615
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NTDB id 610 V4T04 RS10165 WP 012897346.1 KNITADYSAMKSRILEELKRHYRPEFLNRIDENIVFHSLESQEIEQIVKIMSKSLIKRLAEQDIHVKLTPSAVKLIAEVG 764
NTDB id 287 SP RS11210 WP 001109712.1 KDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLTEKGIDLKLQASALKLLANQG 759
NTDB id 290 KZH43 RS10025 WP 001109677.1 KDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLAEKGIDLKLQASALKLLANQG 759
NTDB id 289 SPD RS10700 WP 001109677.1 KDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLAEKGIDLKLQASALKLLANQG 759
NTDB id 377 SMU RS09275 WP 002262344.1 KSFSQDYKAMESRILEELKKVYRPEFINRIDEKVVFHNLGQEDIRHIVKIMVAPLIAHLADQGITLKFQPSALKHLALAG 762
NTDB id 297 STER RS00545 WP 011680614.1 QTISHNHQAMQARIMEELKKSYRPEFINRIDEKVVFHSLEEEQLHDIVKIMVKPLISALADKGISLKFQPAALKHLAKDG 765
NTDB id 329 STU RS10020 WP 011225298.1 QTISHNHQAMQARIMEELKKSYRPEFINRIDEKVVFHSLEEEQLHDIVKIMVKPLISALADKGISLKFQPAALKHLAKDG 765
NTDB id 85 BSU 00860 NP 387967.1 QDETQNHKDMKDKVMGELKRAFRPEFINRIDEIIVFHSLEKKHLTEIVSLMSDQLTKRLKEQDLSIELTDAAKAKVAEEG 755
NTDB id 1028021 AB4922 RS06495 WP 368775020.1 EQEEA...IEEQSLIDSLSAYFKPEFLNRFDSIIQFDSLDKDDLVKIVDLLLKDLSEQLKEQNLTVHVTNEAKEKIAELG 652
NTDB id 601 KW2 RS02615 WP 021036805.1 AREG.....RTKSVLGQLGDFFSPEFMNRFDGIIEFSALSKENLLKIVDLMLDEVNEQIGRNDIHLSVTQAAKEKLVDLG 684
NTDB id 378 SMU RS02690 WP 002263569.1 SREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFQALSKDNLLQIVSLMLDDVNQRLAVNAIHLDVTDKVKEKLVDLG 691
NTDB id 281 KZH43 RS03550 WP 000882517.1 AREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLG 690
NTDB id 245 SPD RS03860 WP 000882517.1 AREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLG 690
NTDB id 243 SPR RS03635 WP 000882517.1 AREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLG 690
NTDB id 241 SP RS04015 WP 000882523.1 AREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLG 690
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NTDB id 610 V4T04 RS10165 WP 012897346.1 FDPEYGARPLRKALQKEVEDLLSEQLLSGEIKAGNHVSIGASNKKIKIAQIV............. 816
NTDB id 287 SP RS11210 WP 001109712.1 YDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSTLKIGVKAGQLKFDIA.............. 810
NTDB id 290 KZH43 RS10025 WP 001109677.1 YDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSILKIGVKAGQLKFDIA.............. 810
NTDB id 289 SPD RS10700 WP 001109677.1 YDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSILKIGVKAGQLKFDIA.............. 810
NTDB id 377 SMU RS09275 WP 002262344.1 YDAEMGARPLRRTLQTEVEDKLAELILSGKLASGQTLKIGIQKEKLKFDIV.............. 813
NTDB id 297 STER RS00545 WP 011680614.1 YDIEMGARPLRRTIQTQVEDKLSELLLGGQVVSGQTLKIGCSKDKLTFTVV.............. 816
NTDB id 329 STU RS10020 WP 011225298.1 YDIEMGARPLRRTIQTQVEDKLSELLLGGQVVSGQTLKIGCSKDKLTFTVV.............. 816
NTDB id 85 BSU 00860 NP 387967.1 VDLEYGARPLRRAIQKHVEDRLSEELLRGNIHKGQHIVLDVEDGEFVVKTTAKTN.......... 810
NTDB id 1028021 AB4922 RS06495 WP 368775020.1 YHPAFGARPLRRTIQEHIEDQMTDILLEEEQLTGFTVDVE.HDEIVVKKS............... 701
NTDB id 601 KW2 RS02615 WP 021036805.1 YNPAMGARPLRRTIQENIEDSIADFYIEHPEYKQLVADLI.DDKIVISNQTQETAETTDEEVPAE 748
NTDB id 378 SMU RS02690 WP 002263569.1 YDPKMGARPLRRTIQEHIEDAITDFYLEHPEQKELKAIMT.SNGKIVIKASNK.VETVTKATSD. 753
NTDB id 281 KZH43 RS03550 WP 000882517.1 YDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDLKAVMT.SKGNIQIKSAKK.AEVKSSEKEK. 752
NTDB id 245 SPD RS03860 WP 000882517.1 YDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDLKAVMT.SKGNIQIKSAKK.AEVKSSEKEK. 752
NTDB id 243 SPR RS03635 WP 000882517.1 YDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDLKAVMT.SKGNIQIKSAKK.AEVKSSEKEK. 752
NTDB id 241 SP RS04015 WP 000882523.1 YDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDLKAVMT.SKGNIQIKSAKK.AEVKSSEKEK. 752
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