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NTDB id 1027908 AB3Z09 RS01305 WP 056945155.1 MTAIITFIIVFGILVIVHEFGHYYAAKKSGILVREFSVGMGPKIVAYR.KNHTTYTLRLLPLGGYVRMAGAQEDDSEIQP 79
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
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NTDB id 1027908 AB3Z09 RS01305 WP 056945155.1 GTMASLVINDDDKVTKIITSSKVYDANAVPVQISKADLVDDLVIEGYENGDETVTKKYSVDHDATIVEEDGTEVQIAPRD 159
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE...TKTYEVDHDATIVEEDGTELRIAPKD 157
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE...TKTYEVDHDATIVEEDGTELRIAPKD 157
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NTDB id 1027908 AB3Z09 RS01305 WP 056945155.1 VQLQSVSVWKRMITNFAGPFNNFVLAIVAAIIAAFMMGSVGTGSNQLGSIQKDSVAQKAGLKANDKILSINGKKTASWTD 239
NTDB id 323 STU RS10650 WP 011225396.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDS 237
NTDB id 291 STER RS01205 WP 011680685.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDS 237
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NTDB id 1027908 AB3Z09 RS01305 WP 056945155.1 LSENIQNNPGKK.....LTMKVQ.SGKKVETIKVTPKTVKSSGQSYGLIGIMQKTDSSAMAKIKYGFIYSWSTSLTIFHA 313
NTDB id 323 STU RS10650 WP 011225396.1 LKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQK..SQG..SYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILAT 313
NTDB id 291 STER RS01205 WP 011680685.1 LKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQE..SQG..SYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILAT 313
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NTDB id 1027908 AB3Z09 RS01305 WP 056945155.1 LGKMVSGGFSINQLSGPVGIYSMTSKVASTGLINIIFFTSMLSMNLGIVNLIPIPALDGGKILLNIVEAIRRKPIPEQYE 393
NTDB id 323 STU RS10650 WP 011225396.1 LKGL.ITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIE 392
NTDB id 291 STER RS01205 WP 011680685.1 LKGL.ITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIE 392
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NTDB id 1027908 AB3Z09 RS01305 WP 056945155.1 NVITLIGVGILVLLMIAVTWNDIQRFFIK 422
NTDB id 323 STU RS10650 WP 011225396.1 SYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
NTDB id 291 STER RS01205 WP 011680685.1 SYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
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