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NTDB id 1390 A4U84 RS00055 WP 021115958.1 MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYVEG 80
NTDB id 583 DLJ51 RS09560 WP 002962590.1 ..MYNKVILIGRLTAAPEMVKTPSNKSVTHITLAVNRRFKTQD.GE..RQADFVNVVFWGKLAESLVSYAGKGSLVSLDG 75
NTDB id 409 SMU RS08940 WP 002263454.1 ..MYNKVILIGRLVATPEMVKTPKDKSVTRVTLAVNRRFKSQD.GE..KQADFVNVVLWGRLAETIASYGSKGSLISLDG 75
NTDB id 624 LCA RS00040 WP 011373726.1 ..MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNAN.GD..READFINCVIWRKSAENFANFTKKGSLVGVDG 75
NTDB id 112 BSU 36310 NP 391512.2 ..MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNAS.GE..IEADYVNCTLWRKTAENTALYCQKGSLVGVSG 75
NTDB id 1027733 AB3456 RS11010 WP 107551289.1 ..MINRVILVGRLTKDPEFRTTPSGVSVATFTLAVNRTFTNAQ.GE..READFINCVVFKKQAENVNKYLSKGKLAGVEG 75
NTDB id 113 BSU 40900 NP 391970.1 ..MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQS.GE..READFINCVTWRRQAENVANFLKKGSLAGVDG 75
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NTDB id 1390 A4U84 RS00055 WP 021115958.1 KLKTRKWQDQNGQDRYTTEIQGDVLQMLDSRSSGGDFGGNQGSG.WNQAPAQ.TNYNQGGYSDNYAQNNNFNGGNATRPQ 158
NTDB id 583 DLJ51 RS09560 WP 002962590.1 EIRTRHYEK.DGQTHYVTEILAQSFQLLESRAQRALRENNGASD.................................... 118
NTDB id 409 SMU RS08940 WP 002263454.1 ELRTRKYEK.DGVTHFVTEVLGHSFQLLESRAQRAMRENNSEND.................................... 118
NTDB id 624 LCA RS00040 WP 011373726.1 RLQTRNYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQQ.......SGFTSPQQTGNAPAANN 148
NTDB id 112 BSU 36310 NP 391512.2 RIQTRSYENEEGVNVYVTEVLADTVRFMDPKPREKAAD.......................................... 113
NTDB id 1027733 AB3456 RS11010 WP 107551289.1 RIQSRSYENKEGQRVFVTEVVTDSVQFLEPKNNGQANNVS.....K.......GQQ................TGTNNQRS 127
NTDB id 113 BSU 40900 NP 391970.1 RLQTRNYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGG.....YNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGNS 150
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LPFDLAS IKEAC
NTDB id 1390 A4U84 RS00055 WP 021115958.1 PAQKPAAQAEPPMDNFDDDIPF......... 180
NTDB id 583 DLJ51 RS09560 WP 002962590.1 .........LTDLVLEEEELPF......... 131
NTDB id 409 SMU RS08940 WP 002263454.1 .........LADLVLEEEELPF......... 131
NTDB id 624 LCA RS00040 WP 011373726.1 TQADPFANNGQAIDISDDDLPF......... 170
NTDB id 112 BSU 36310 NP 391512.2 ............................... 113
NTDB id 1027733 AB3456 RS11010 WP 107551289.1 SNDNPFANNNGPIDIKDDDLPFDLASIKEAC 158
NTDB id 113 BSU 40900 NP 391970.1 FNDDPFANDGKPIDISDDDLPF......... 172
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