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NTDB id 1027688 AB3Z07 RS20985 WP 251681754.1 MIHILVVDDHPAVREGTKAILEAEEGVKVDCLNPPYTEEAFEKLDFSPFDVILMDLNLG.EVNGMELSKTILEMKQTCKV 79
NTDB id 90 BSU 31680 NP 391046.1 MKKILVIDDHPAVMEGTKTILETDSNLSVDCLSPEPSEQFIKQHDFSSYDLILMDLNLGGEVNGMELSKQILQENPHCKI 80
consensus ! *!!!*!!!!!! !!!! !!! * * !!!! !***! *!!!**!*!!!!!!!!*!!!!!!!!! !! **!!*
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NTDB id 1027688 AB3Z07 RS20985 WP 251681754.1 ILYTGYDVDDYFEEALRLGIHGAISKTESKQKLLTYIRLAIEGDIVVPYQFFQKLLSQNQVHAE.HSETIEEVFNEREKA 158
NTDB id 90 BSU 31680 NP 391046.1 IVYTGYEVEDYFEEAIRAGLHGAISKTESKEKITQYIYHVLNGEILVDFAYFKQLMTQQKTKPAPSSQKEQDVLTPRECL 160
consensus !*!!!!*!*!!!!!!*! !*!!!!!!!!!! !* !! * * !*!*!** *! !**!* ** **! *! *!!*
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L
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NTDB id 1027688 AB3Z07 RS20985 WP 251681754.1 ILQEVEKGLTNQEIADHLHLSKRSIEYSLTSIFNKLNVSSRTEAVLIAKSNGVID 213
NTDB id 90 BSU 31680 NP 391046.1 ILQEVEKGFTNQEIADALHLSKRSIEYSLTSIFNKLNVGSRTEAVLIAKSDGVL. 214
consensus !!!!!!!! !!!!!!!*!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!! !!**
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