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NTDB id 1027681 AB3Z07 RS18555 WP 251683797.1 .MQESADLFSENERYVKGLVKVVIFHNDQNLYSVLKVRVHETSENIEDKEITVTGYFPLLHEDDLYTFYGTLTNHPKFGL 79
NTDB id 355 BSU 27480 NP 390625.1 MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGL 80
consensus * !** ! ! !*!*!! ! !!*!!! !!!*!!!!*!*!!!! !!!! **!!!!!! !*!** !!!!! * !!!!!!

logo QFQATEHFKRKE IPQTTKEGI IQYLSSDLFEKGIGKKTAEAE IVEKKLGDESAINSKI LAQDNAPS IVLDYDI
VPKRLVNSKEKKADKQTLAVDGALQVRSHQG

NTDB id 1027681 AB3Z07 RS18555 WP 251683797.1 QFQTEHFRKEIPQTKEGIIQYLSSDLFKGIGKKTAEAIVEKLGESAISKILQNPSILDDIPKVNKEKAKQLVDALVSHQG 159
NTDB id 355 BSU 27480 NP 390625.1 QFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQG 160
consensus !!! !!!*!!!! !!!!!!!!!!!!!! !!!!!!!! !! !!!*!!! !!! *!*! !*!** ! !! ! !! !!!
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NTDB id 1027681 AB3Z07 RS18555 WP 251683797.1 LEQIMIALNQFGFGPQLAMKIYQTYKDETLTIVQNNPYQLVQDIEGIGFVRADELGKQLGISGKDSERIKAACHYIIEQL 239
NTDB id 355 BSU 27480 NP 390625.1 LEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETT 240
consensus !!!!!! !!!!!!!!!! !!!!! ! !!! *! !!!!!! !*!!!!! *!!!!! *!*!! **!!*!!!**! *!
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NTDB id 1027681 AB3Z07 RS18555 WP 251683797.1 CVQDGHVYITLEQLIVKAKELLDHTKQ..AIIHETDIATEIIALGEEGKLIVEEERVYLPSLYFAEQGLVKNVKKVLEQT 317
NTDB id 355 BSU 27480 NP 390625.1 CLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQT 320
consensus !* *!! !! !!!!* !! ** ** !*! ! ! !!!!!! ***!* !*! !!!**!!! * ! !!** !!

logo EYDEENLQFPESEFLLASLGEKLEERMDKVQYAPSQKDEAIQKALMSSPMLLLTGGPGTGKTTVIKRGIVELYGSDELHGCVSLDEPKSADYKKDE
NTDB id 1027681 AB3Z07 RS18555 WP 251683797.1 EYDELFPESEFLLSLGKLEERMKVQYAPSQKDAIQKALMSPMLLLTGGPGTGKTTVIKGIVELYSDLHGCSLEPKDYKKE 397
NTDB id 355 BSU 27480 NP 390625.1 EYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKKD 400
consensus !!* !!!!!!!! !! !!!!! !!!!!!!!*!!!!!! !!!!!!!!!!!!!!!!!!*!!!!!! *!!!*!!*! !!!*
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NTDB id 1027681 AB3Z07 RS18555 WP 251683797.1 EPFPILLVAPTGRAAKRMSEATGMPAVTIHRLLKWNGADGFEHDEDNPISGKLLIVDEVSMVDIWIANQLFKALPKEIQV 477
NTDB id 355 BSU 27480 NP 390625.1 EAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQI 480
consensus !*!!!*! !!!!!!!!!!!! !!*!!!!!!!!! !!!!*!! ! !!*!! !!!!!*!! !!*!!!*!!*!!!!*! *!!*
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NTDB id 1027681 AB3Z07 RS18555 WP 251683797.1 IMVGDEDQLPSVGPGQVLRDLLSSKMIPTVQLTDIYRQAEGSSIIELAHEMKTGNLPGNIAKPTSDRSFIRCSQAQMKEV 557
NTDB id 355 BSU 27480 NP 390625.1 IIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKEV 560
consensus !*!!!!!!!!!!!!!!!!!!!! ! *!!!! !!!!!!!!!!!!!*!!!! !! ! !! !* !! !!!!!!! !*!!!



logo

I
VEKR I

V
I
V
A
Q
N
SAI

L
K
NKGYTAKDIQVLAPMYRGAKAGIDNEQLNKVLMLQDE I

L
F
LNPKPKSEPGKKRRELMKFGDEVVYRNTGDKI

VLQLVNQPDENSNVFNGD
NTDB id 1027681 AB3Z07 RS18555 WP 251683797.1 IERIIQSAINKGYTAKDIQVLAPMYRGAAGIDQLNKLLQELFNPKSPGKREMKFGEVVYRNGDKVLQLVNQPDSNVFNGD 637
NTDB id 355 BSU 27480 NP 390625.1 VEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPPKEKRRELKFGDVVYRTGDKILQLVNQPENNVFNGD 640
consensus *!*** !* !!!!!!!!!!!!!!!!! !!! !! *!!** !!* * *!!*!!!*!!!! !!!*!!!!!!!* !!!!!!
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NTDB id 1027681 AB3Z07 RS18555 WP 251683797.1 IGEIVSIFYAKENTEKEDMIVISFDGNEVTYTKQDFNQFTHAFCCSIHKSQGSEFPIVVLPIVKGYYRMLRRNLIYTAVT 717
NTDB id 355 BSU 27480 NP 390625.1 IGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAIT 720
consensus !!!! !!!!!!!!!!!!!! !*!!!!!!*!*!! !!!!!!!!*!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!*!!!*!
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NTDB id 1027681 AB3Z07 RS18555 WP 251683797.1 RSKRSLVICGELEALQWGVSNNDSSDRQTSLRQKLSGM..HSDSEMDELQKELPFPVSDANIGMENLSPYDFMEPSET 793
NTDB id 355 BSU 27480 NP 390625.1 RAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAELEALQKELPFSVHDANIGMEGITPFDFMKEEQQ 798
consensus ! !* !**!!! !!! !!! !!! * !!!!!***!! *** ! !** !!!!!!!*!*!!!!!!! **!*!!! *

X non conserved

X similar

X ≥ 50% conserved


