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NTDB id 613 LCA RS05340 WP 231952379.1 MMWQDYWQRYRRFWWVPCLVLLGIIAGGFYWHQSQ.......QKQKVTQNEQLLATSASKTKP.ATKKTHQAATKKKGGF 72
NTDB id 1027680 AB3Z07 RS18390 WP 368657435.1 .....MNLQINKKWMIIICISVLIVC..FFYYF....YAKEPVKSEVVKVEEMDMNEFEETISVNEKEPVDNEDEQSSIV 69
NTDB id 105 BSU 25590 NP 390437.1 .....MNWLNQHKKAIILAASAAVFT..AIMIFLATGKNKEPVKQAVPTE..........TENTVVKQEANNDESNETIV 63
NTDB id 595 KW2 RS08725 WP 021037687.1 ..MEKILDKLKEYWKIMLLVVCALIAGGIFYIFT...NSPKPAETLSVEN..LSSS..STKSSVSKFNSSSSEKNKNEIM 71
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ..MESIIEKIKEYKIIVICTGLGLLVGGFFLLKP...APHTPVKETNLQAEVVAISKDSSTEKDVKKEEKEEPVEQDLIT 75
NTDB id 493 SM12261 RS04300 WP 000387351.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKP...APQTPVKETNLQAEVVAVSKDSVSEKEVKKEEKEEPLEQDLIT 75
NTDB id 153 SP RS04730 WP 000387344.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKP...APQTPVKETNLQAEVAAVSKDSSTEKEVKKEEKEEPLEQDLIT 75
NTDB id 263 KZH43 RS04195 WP 000387330.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKP...APQTPVKETNLQAEVAAVSKDLVSEKEVNKEEKEEPLEQDLIT 75
NTDB id 222 SPD RS04535 WP 000387330.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKP...APQTPVKETNLQAEVAAVSKDLVSEKEVNKEEKEEPLEQDLIT 75
NTDB id 188 SPR RS04295 WP 000387330.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKP...APQTPVKETNLQAEVAAVSKDLVSEKEVNKEEKEEPLEQDLIT 75
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NTDB id 613 LCA RS05340 WP 231952379.1 VDIKGAVVYPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQELIQAPQQIATTSER 152
NTDB id 1027680 AB3Z07 RS18390 WP 368657435.1 IDVKGAVLKPGVYEVPVG.SRVFEAIQEAGGLSEKADELAVNLASPLQDGMVVYIPIKGETKENPFISQ........... 137
NTDB id 105 BSU 25590 NP 390437.1 IDIKGAVQHPGVYEMRTG.DRVSQAIEKAGGTSEQADEAQVNLAEILQDGTVVYIPKKGEETAVQQGGG........... 131
NTDB id 595 KW2 RS08725 WP 021037687.1 VDLKGAVAKPNVYQISSD.ERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKVGESSSSESTDS........... 139
NTDB id 521 SMSK321 RS04960 WP 000443804.1 VDVKGAVKSPGIYDLSVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQHTGS........... 143
NTDB id 493 SM12261 RS04300 WP 000387351.1 VDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQQAGP........... 143
NTDB id 153 SP RS04730 WP 000387344.1 VDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGS........... 143
NTDB id 263 KZH43 RS04195 WP 000387330.1 VDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGL........... 143
NTDB id 222 SPD RS04535 WP 000387330.1 VDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGL........... 143
NTDB id 188 SPR RS04295 WP 000387330.1 VDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGL........... 143
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NTDB id 613 LCA RS05340 WP 231952379.1 TQEQASTGTSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGGIGPKTFEQLQSQI 232
NTDB id 1027680 AB3Z07 RS18390 WP 368657435.1 ....NV.......AEDPSQKKVNINLATSEELQTLTGIGPSKAESIISYREEQGPFTKIEDLLEVTGIGDKSFDKLREEI 206
NTDB id 105 BSU 25590 NP 390437.1 ....GSV.....QSDGGKGALVNINTATLEELQGISGVGPSKAEAIIAYREENGRFQTIEDITKVSGIGEKSFEKIKSSI 202
NTDB id 595 KW2 RS08725 WP 021037687.1 ....PTGSSVSNQISTTSGPKVNINKADLTELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVSGFGDKTLEKLKDEI 215
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ....GAP......SSTSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYV 213
NTDB id 493 SM12261 RS04300 WP 000387351.1 ....GTA......SSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYV 213
NTDB id 153 SP RS04730 WP 000387344.1 ....GTA......SSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYV 213
NTDB id 263 KZH43 RS04195 WP 000387330.1 ....GTA......SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYV 213
NTDB id 222 SPD RS04535 WP 000387330.1 ....GTA......SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYV 213
NTDB id 188 SPR RS04295 WP 000387330.1 ....GTA......SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYV 213
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NTDB id 613 LCA RS05340 WP 231952379.1 CVN 235
NTDB id 1027680 AB3Z07 RS18390 WP 368657435.1 TVK 209
NTDB id 105 BSU 25590 NP 390437.1 TVK 205
NTDB id 595 KW2 RS08725 WP 021037687.1 SID 218
NTDB id 521 SMSK321 RS04960 WP 000443804.1 TVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 TVD 216
NTDB id 153 SP RS04730 WP 000387344.1 TVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 TVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 TVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 TVD 216
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