
logo MAPFL ITKI STTQKKQNSTERFNI FYLDDGQGEKYAFSVDAQDVFL IVKFYENLKRKGKQE I
LDDELDE IHI E IQYGDELSVKKAGFYNKRALDEFLSYRMRS

NTDB id 1027652 AB3Z07 RS02870 WP 368658458.1 MALITKITTQKQSTERFNIYLDDGQGEKYAFSVDQDVFIKYNLRKGQEIDELEIHEIQYGDLSKKAYNKALEFLSYRMRS 80
NTDB id 116 BSU 08520 NP 388733.1 MPFITKISTQKKNTERFNIFLDD....KYAFSVDADVLVKFELKKGKELDDLDIIEIQYGDEVKKGFNRALDFLSYRMRS 76
consensus !* !!!!*!!! !!!!!!*!!!****!!!!!!! !! *!* !*!! !*!*!*!*!!!!!! !!**!*!!*!!!!!!!!

logo

I
TKEVAEDEHLAKKKEFTNSDPAP I

V IAQDEVIHYKRLKNDEYKNYLVDNDLQEFAAIAYVRSTHQKKQTNGKGPDSVLFKREL IRAGKGIDNDQDFTI EKEQALQSESFYNSDFDED
NTDB id 1027652 AB3Z07 RS02870 WP 368658458.1 IKEVAEHLAKKEFNDAIIQDVIYKLKEYNYVDDLEFAIAYVRTQKQTNGKGPSVLKRELIGKGINQDFIEQALQEYNDDD 160
NTDB id 116 BSU 08520 NP 388733.1 TKEVEDHLKKKETSPPVIAEVIHRLNDYKYLNDQEFAAAYVSTHKKTNGKGPDVLFRELRAKGIDDDTIKEALSSFSFED 156
consensus !!! *!! !!! ***! *!!**! *! !* ! !!! !!! !*! !!!!!! !! !!! *!!! ! ! !! * *!

logo QLTQREAI
V
D
KHAVEKLLKKDNKNKI

LSTKVEQLKQKRAI EQLQHQLMQRKGFPSFYDI
V I SAKAVLMDEQI

V
E
QYENQDEDSETEKWETALMRKLHAEKAFQRKYQRNYDEDGPSNYEQ

NTDB id 1027652 AB3Z07 RS02870 WP 368658458.1 QLQEAIDHAEKLLKKNNKISTVQLKQKIEQHLMRKGFPYDIISKVLDEVQYEQDESEEWTALMKHAEKAQRKYQNEDPNQ 240
NTDB id 116 BSU 08520 NP 388733.1 QTREAVKHVEKLLKKDKKLSTKELKQRAQLQLQRKGFSFDVISAAMDQIEYENDEDTEKEALRLHAEKAFRKYRYDGSYE 236
consensus ! !!* ! !!!!!! !*!! !!!* *! !!!!**!*!! *! * !!*!! ! !! !!!!! !!! * *

logo

S
Y
A
R
I
MKMVKQFLFYRKGFSLMDEL I EKQFLLEQDEEEY

NTDB id 1027652 AB3Z07 RS02870 WP 368658458.1 YRIKMKQFLYRKGFSMELIEKFLEDEE. 267
NTDB id 116 BSU 08520 NP 388733.1 SAMKVKQFLFRKGFSLDLIEQLLQEEEY 264
consensus *!*!!!!*!!!!!**!!! ! *!!*

X non conserved
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X ≥ 50% conserved


