
logo MHRFLKNGKAAVKNSVFTVLSTLTASCLLMAFNSYAAVDCASPLEQEVWDNSSKTVYNGGDEKQVQHYEQGNSAYEKARYWTQNNNPAEQFASGDQWAGEQW
NTDB id 102762 VVCECT4999 RS20020 WP 039448341.1 MRFKNGKAAKNVFVLSTLTASCLMAFNSYAAVDCSPLQEWNSSTVYNGGEKVQYQGSAYEARYWTQNNNPAEFSGDWAQW 80
NTDB id 1300 VP RS19160 WP 005479129.1 MHLKNGKAVKSVFTLSTLTASCLLAFNSYAAVDCAPLEVWDSSKVYNGGDQVQHEGNAYKARYWTQNNNPAQ.AGQWGEW 79
consensus !* !!!!! ! !! !!!!!!!!!*!!!!!!!!!! !! ! !! !!!!!* !!* ! !! !!!!!!!!!!! * ! !* !

logo

E
K
A
SLGACDGNTGPVDPPQVNEQI

VPTTVATLTASPSVASTADSVI
V
K
T
A
EGDE I

VVNVLAADTAADQTDGTI
V
A
SKVEFFLVDGAVLVVGQDSTSAPF ISASWTATAE

NTDB id 102762 VVCECT4999 RS20020 WP 039448341.1 KALGACDN.GPVD.PVNQVPTTALTSPVATDVVKEGDIVVLAATAADQDGTVAKVEFLVDGVVVGQDTSAPFSASWTATA 158
NTDB id 1300 VP RS19160 WP 005479129.1 ESLGACDGTGPVDPPQNEIPTVTLTAPSASASITAGEVVNLAADAADTDGTISKVEFFVDGALVGQSTSAPFIASWTATE 159
consensus !!!!! *!!!!*! ! *!! !! ! !* * !**! !!! !!! !!!* !!!! !!! *!!! !!!!! !!!!!!

logo GAVHETFSSTKVASYDDAKGAVSQTAPSNSVTLTI
V
A
ESTVQPGNETAPTVDLVALSATSTI

VELQGAGTVVTLTASNAADASDGS IVAEKVDFFYVAGGAVLAVGT
NTDB id 102762 VVCECT4999 RS20020 WP 039448341.1 GAHTFSSVAYDDKGAVSQPSNVTLTVESTQPGNTAPTVDLALSATTVEQGAVVTLTSNAADSDGSVEKVDFFVGGVLVGT 238
NTDB id 1300 VP RS19160 WP 005479129.1 GVHEFSTKSYDDAGAVSTASSVTLTIASVQPGNEAPTVDVALSATSIELGGTVTLTANAADADGSIAKVDFYVAGALAGT 239
consensus ! ! !!* !!! !!!! *! !!!!* ! !!!! !!!!!*!!!!!**! !* !!!! !!!! !!!* !!!!*!*! ! !!

logo AATATAPYTLDVYTPTSTKQAGASLASVFYAKRATDNALGASTTDSAAIAQTLKTVNGGVAPVAVASNSCRPDGLYQTETGVDNVPYCSTIYDEEGREKMGAD
NTDB id 102762 VVCECT4999 RS20020 WP 039448341.1 AATAPYTLDYTTTQAGSLSVFARATDNLGATTDSAAQTLKVNGVAPVASCRPDGLYQTEGVNVPYCTIYDEEGREKMGAD 318
NTDB id 1300 VP RS19160 WP 005479129.1 ATAAPYTLDVTPSKAGALAVYAKATDNAGASTDSAIATLTVNGGAVASNCRPDGLYQTTGVDVPYCSIYDEEGREKMGAD 319
consensus ! !!!!!! !** !! ! !*!*!!!! !!*!!!! !! !!! !* !!!!!!!!! !! !!!!*!!!!!!!!!!!!!

logo HPRRVIGYFTSWRASGDDPQASATYLVKDIPWEQLTHINYAFVS IGSDGKVNVGDVNDPNTNAATGKETWPGVE I
VDPTLGFKGHF

NTDB id 102762 VVCECT4999 RS20020 WP 039448341.1 HPRRVIGYFTSWRSGDDPQAAYLVKDIPWEQLTHINYAFVSIGSDGKVNVGDVNDPTNAATGKEWPGVEIDPTLGFKGHF 398
NTDB id 1300 VP RS19160 WP 005479129.1 HPRRVIGYFTSWRAGDDPQSTYLVKDIPWEQLTHINYAFVSIGSDGKVNVGDVNDPNNAATGKTWPGVEVDPTLGFKGHF 399
consensus !!!!!!!!!!!!! !!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!! !!!!!*!!!!!!!!!!

logo GALATYKEQKHYDGVKTL I S IGGWAETGGHFDGADNGDKRVADGGFYTMTTNADGS INHAGI EKFAATSAVEMI
MRKYKFDGLVDIDYE

NTDB id 102762 VVCECT4999 RS20020 WP 039448341.1 GALATYKEKYGVKTLISIGGWAETGGHFGADGKRVADGGFYTMTTNADGSINHAGIEKFATSAVEMIRKYKFDGVDIDYE 478
NTDB id 1300 VP RS19160 WP 005479129.1 GALATYKQKHDVKTLISIGGWAETGGHFDANGDRVADGGFYTMTTNADGSINHAGIEKFAASAVEMMRKYKFDGLDIDYE 479
consensus !!!!!!! !* !!!!!!!!!!!!!!!!! ! ! !!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!*!!!!!!!*!!!!!

logo YPTSMAGAGNPDYDKDSFMEPRRAQYLWASYQELMKRVLREQKLDAQASAQDGTVHYMLTIAAPSSGYLLRGMETFDVTKYLDYVNI
NTDB id 102762 VVCECT4999 RS20020 WP 039448341.1 YPTSMAGAGNPDDKSFMEPRRAYLWASYQELMRVLRQKLDQASAQDGVHYMLTIAAPSSGYLLRGMETFDVTKYLDYVNI 558
NTDB id 1300 VP RS19160 WP 005479129.1 YPTSMAGAGNPYDKDFMEPRRQYLWASYQELMKVLREKLDAASAQDGTHYMLTIAAPSSGYLLRGMETFDVTKYLDYVNI 559
consensus !!!!!!!!!!! !! !!!!!! !!!!!!!!!!*!!! !!! !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo MSYDLHGAWNDHVGHNAALFYDTGEKDSELAQWNVYGTAAQYGGIGYLNTDWAYHYFRGSMPAGR INIGVPYYTRGWQGVTGG
NTDB id 102762 VVCECT4999 RS20020 WP 039448341.1 MSYDLHGAWNDHVGHNAALYDTGEDSELAQWNVYGTAQYGGIGYLNTDWAYHYFRGSMPAGRINIGVPYYTRGWQGVTGG 638
NTDB id 1300 VP RS19160 WP 005479129.1 MSYDLHGAWNDHVGHNAALFDTGKDSELAQWNVYGTAAYGGIGYLNTDWAYHYFRGSMPAGRINIGVPYYTRGWQGVTGG 639
consensus !!!!!!!!!!!!!!!!!!!*!!! !!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo

D
TNGLWGRAALPNQAECAQPGTGEGEKNNCGHNGAI

MGIDNMWHDLTDPKQGNREMGAGSNPMWHAKNLEKGI FWGSYAQSAYGKLDPVN
NTDB id 102762 VVCECT4999 RS20020 WP 039448341.1 TNGLWGRAALPNQAECAPGTGEGEKNNCGHGAMGIDNMWHDTDPKGNEMGAGSNPMWHAKNLEKGIFGSYASAYKLDPVN 718
NTDB id 1300 VP RS19160 WP 005479129.1 DNGLWGRAALPNQAECQPGTGEGEKNNCGNGAIGIDNMWHDLDPQGREMGAGSNPMWHAKNLEKGIWGSYAQAYGLDPVN 719
consensus !!!!!!!!!!!!!!! !!!!!!!!!!!!*!!*!!!!!!!! !! ! !!!!!!!!!!!!!!!!!!!*!!!! !! !!!!!

logo DPRSDKQLVGNTYTVRNYDSVAVAPWLWNAEKAGVFLSTEDKAS IVESVKADYVIDKE IGGIMFWELAGDYNCYVFLDANGNRTATIDAE
NTDB id 102762 VVCECT4999 RS20020 WP 039448341.1 DPRDQLVGNYVRNYDSVAVAPWLWNAEKAVFLSTEDKASVSVKADYVIDKEIGGIMFWELAGDYNCYVFDANGNRTTIDE 798
NTDB id 1300 VP RS19160 WP 005479129.1 DPSDKLVGTYTRNYDSVAVAPWLWNAEKGVFLSTEDKASIEVKADYVIDKEIGGIMFWELAGDYNCYVLDANGNRTAIDA 799
consensus !! ! !!! ! !!!!!!!!!!!!!!!!!*!!!!!!!!!!* !!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!! !!

logo

S
TEQACAATGNGEFYHMGNSTMTKAIYDKFKSATPYGNKTVATGAPTVPSTEATLVDIATVSVGGFKVGDQNYP INPKI

VTFTNNTGQTAIPG
NTDB id 102762 VVCECT4999 RS20020 WP 039448341.1 SEQACATGNGEFHMGNSMTKAIYDKFKSATPYGNTVATGAVPSETLDIAVSVGGFKVGDQNYPINPKVTFTNNTGTAIPG 878
NTDB id 1300 VP RS19160 WP 005479129.1 TEQACAAGNGEYHMGNTMTKAIYDKFKSATPYGNKVATGPTPTEAVDITVSVGGFKVGDQNYPINPKITFTNNTGQAIPG 879
consensus *!!!!! !!!!*!!!!*!!!!!!!!!!!!!!!!! !!!!* !*! *!! !!!!!!!!!!!!!!!!!!*!!!!!!! !!!!

logo GTEFQFDIPVSAPDNAKDQSGGGLKVIASGHTRANNIGGLDGVMHRVASFSLPAWKDELPAGGTYELDMVYYLP I SGPANYS
NTDB id 102762 VVCECT4999 RS20020 WP 039448341.1 GTEFQFDIPVSAPDNAKDQSGGGLKVIASGHTRANNIGGLDGVMHRVAFSLPAWKELPAGGTYELDMVYYLPISGPANYS 958
NTDB id 1300 VP RS19160 WP 005479129.1 GTEFQFDIPVSAPDNAKDQSGGGLKVIASGHTRANNIGGLDGVMHRVSFSLPAWKDLPAGGTYELDMVYYLPISGPANYS 959
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!

logo VI
N
I
S
G
NGKVDEFYAFKFEQPDLP I

V
A
GDLNSAGNTGGGNGTGTGGDTEGGPGNTGGSCGDTAGGLNTVTYGPGNGLPTQVI

T
D
QWAEGPGNPVSTHQAVNNQGDEKTVI

T
F
HNGKVCVFYQV

NTDB id 102762 VVCECT4999 RS20020 WP 039448341.1 VNINGVDYAFKFEQPDLPVADLSAGNGGNTGGGDTGGGNTGGGDTGGNT..GGGTVIQWEPGVTQVNNGETVTFNGKCFV 1036
NTDB id 1300 VP RS19160 WP 005479129.1 VISGGKEFAFKFEQPDLPIGDLNAGTGGGGT...TEP...GSCDTAGLVTYPNLPQTDWAGNPSHANQGDKVIHNGVVYQ 1033
consensus ! ! **!!!!!!!!!!**!! !! !! ***! ****! *!!*! *** * ! * *** !*!* ! *!! **

logo AKNWWTASEPG
NSDPGSVWAESTPVCTNQI

T
NWFWDEVTCP

NTDB id 102762 VVCECT4999 RS20020 WP 039448341.1 AK.......NSPGVWESPTQTNWFWDEVTCP 1060
NTDB id 1300 VP RS19160 WP 005479129.1 ANWWTASEPGSDGSWATVCNI.......... 1054
consensus ! ******* !*! ! **** **********
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X ≥ 50% conserved


