logo

NTDB id 1073 ABD1 RS00865 WP 015451369.1
NTDB id 1043 HON27 RS16615 WP 168727007.1
NTDB id 1021 ACIAD RS00975 WP 004930462.1
NTDB id 1094 KZH42 RS01320 WP 002224767.1
NTDB id 1089 NMB RS00600 WP 002224767 .1
NTDB id 1122 0K783 RS09595 WP 003705341.1
NTDB id 1120 NGFG RS10355 WP 020997408.1
NTDB id 1361 HI 0985 AAC22646.1

NTDB id 1388 A4U84 RS04945 WP 062924099.1
NTDB id 1466 ASU2 RS09750 WP 015674213.1
NTDB id 1250 GCO85 RS13065 WP 027219989.1
NTDB id 1445 BW25113 RS17035 WP 000228551.1
NTDB id 1152 A1552VC RS00200 WP 000654772.1
NTDB id 102758 VVCECT4999 RS16530 WP 038940356.1
NTDB id 1399 DSB67 RS15600 WP 010645755.1
consensus

logo

NTDB id 1073 ABD1 RS00865 WP 015451369.1
NTDB id 1043 HON27 RS16615 WP 168727007.1
NTDB id 1021 ACIAD RS00975 WP 004930462.1
NTDB id 1094 KZH42 RS01320 WP 002224767.1
NTDB id 1089 NMB RS00600 WP 002224767.1
NTDB id 1122 0K783 RS09595 WP 003705341.1
NTDB id 1120 NGFG RS10355 WP 020997408.1
NTDB id 1361 HI 0985 AAC22646.1

NTDB id 1388 A4U84 RS04945 WP 062924099.1
NTDB id 1466 ASU2 RS09750 WP 015674213.1
NTDB id 1250 GC085 RS13065 WP 027219989.1
NTDB id 1445 BW25113 RS17035 WP 000228551.1
NTDB id 1152 A1552VC RS00200 WP 000654772.1
NTDB id 102758 VVCECT4999 RS16530 WP 038940356.1
NTDB id 1399 DSB67 RS15600 WP 010645755.1
consensus

l I-“EI oL oteabil el RepnA 0, LaxepeQmak LHQP*C&)EEALFNE#RQLEA%A-LE L

GNCEKATQ..PDGLAKWSS LHANHBKRVNEFQTTQ . BQAQFEQL
GNCEKATQ. .PDGLAKWSSIELHANHWKRVNEFQTPQ . BQAQFRQL

TEDEREA

LTk =
MLTQLSSHHYHT)®KMW IDY
MLTQLSSHQYHT)RKMW IDY

MITILSSHHYHTEKMW IHYBGDCETALQ. .PQRLSDWQKEELHANHIMKRLEEVHTLQ . @QQQF2AKM|H
.MTEDERFAWRQIRA MRREGSAQNA. . .LSAPAEQMAABIRHKQAJREAMRNAEKRALBRQAAIZAAIS
.MTEDERFAW|RQIRA MRREGSJAQNA. . .LSAPAEQMAABIRHKQAJREAMRNAEKRALBRQAAIZAAY
. .MTEDERFAW|HQIRA MRSEGSJAQNA. . .LSAPAEQMAPAVRHKHA|REAWRNAEKRALBRQAAIZAAIS
.MTEDERFAW|RQIBA MRSEGSAQNA. . .LSAPAEQMAPAVRHKHA|REAWMRNAEKRALERQAAIZAAIS
.ILEINITLNELLNYDDVAFROMEWGATIQMRRMWEFKP . . . .. EAKFIJ3PA|S

..... .LLEJEVDFGEFCQYDKTABKQMEWNERQMQRMWENP . . . . .EHKWIBQAJH

.LLEJEVDFAQFCQYDKROEBQOEMEWNEKQMQRMFNP . . . .. EKRWIJSSA|H

..... QKREPDLYN. . . LMFQLSSVDBEEAMLPSWLAQTIKNF. ....DPDFIKTD

..... AH.MVEKQSH. . ...IDAVVEQQTELTLRQAQRELSF. . . . . PRKSIESSH

.. .MKDQDLAAWMAMC ....LLMTRLPAQLQSFTPKQWLACMLKPEQ@MVFLTTQ. . . .. AKQAIRQCIE

.MSQDELHAWMAMS ....LLEIDSPLNILRYSHEQELSEELSSQQMVTLRSS. .. .. QQDAJZA A

MTPQNDIDLAAWMKIAS CBG ... .LLEKDTPSNIVQYSTEQEQLEELTAKQHQAR. SQ. . . . . VDKEV@AC)#
* * % % * % * * * * % * *

el Tebeet et o P et 0l sicoiomlibel 200 !

QQVRQH.TDF PDIYSGMET QINLPY TDHIZERRAG e ) A Q A)HL QAN AIVGSRKPSPHGRQVAYD
QQVRQH.TDF PDPRSGMETQIMLP Y TD HiZ=RRNAG ¢ () A Q AL QJZANEW: SRR HK PP HER Q VI YD
AQLQTH.TDF PDRPAMESQIRIPY(QDR|Z QSINT QIANE: SR HK PSP H{ER Q VI Y D

ElUEMRDG . LLQOMED@EMSTQGL QLISHKIZS ALWRUERIIH A
ElEMRDG . LLQMEDSEMSTOGL QLIRHKIZS ALNRAERYIH A
ElEMRDG . LLQREDSIEMETOGL RLIFHK)ZS ALSRUERIHH A
E[UEMRDG . LLQMEDSEMSTQGL RLIBHK|ZS ALSRACIYHH A

VSQKEG . NYFSPF)@3FIBRKQT A
QAEQDQ. KQIS
AfJAEQPN . RQIS
NLSSSENHH{BMRIWD SP YpegA

ClULEQPN . HH

QIRSAANNRY
QIQQLSSQHH LHWMGL)EP CcQ Q ARSI HAMEEL Q HESRDIMA QY Q H
TIUVAASSHHH LADALYEZPIRRKQTVAP|RSNNNSE A S CIEP QSR e iN AR VDEL QH TR T3S DIV QHD

* %k %k * | | | xxkx | % * kk bkl 11 * * % * *

156
156
156
153
153
153
153
146
145
144
147
143
148
148
150



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1073
1043
1021
1094
1089
1122
1120
1361
1388
1466
1250

ABD1 RS00865 WP 015451369.1
HON27 RS16615 WP 168727007.1
ACIAD RS00975 WP 004930462.1
KZH42 RS01320 WP 002224767.1
NMB RS00600 WP 002224767.1
0K783 RS09595 WP 003705341.1
NGFG RS10355 WP 020997408.1

HI 0985 AAC22646.1

A4U84 RS04945 WP 062924099.1
ASU2 RS09750 WP 015674213.1
GCO85 RS13065 WP 027219989.1
1445 BW25113 RS17035 WP 000228551.1
1152 A1552VC RS00200 WP 000654772.1
102758 VVCECT4999 RS16530 WP 038940356.1
1399 DSB67 RS15600 WP 010645755.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1073
1043
1021
1094
1089
1122
1120
1361
1388
1466
1250

ABD1 RS00865 WP 015451369.1
HON27 RS16615 WP 168727007.1
ACIAD RS00975 WP 004930462.1
KZH42 RS01320 WP 002224767.1
NMB RS00600 WP 002224767.1
0K783 RS09595 WP 003705341.1
NGFG RS10355 WP 020997408.1

HI 0985 AAC22646.1

A4U84 RS04945 WP 062924099.1
ASU2 RS09750 WP 015674213.1
GCO85 RS13065 WP 027219989.1
1445 BW25113 RS17035 WP 000228551.1
1152 A1552VC RS00200 WP 000654772.1
102758 VVCECT4999 RS16530 WP 038940356.1
1399 DSB67 RS15600 WP 010645755.1

consensus

.

e Al 1

e L ACRE e

SGSLITANYAAEQG HVFA

SGSLITANWAAEQG WVFA
SGSLITARJMAAEQG JJVFA
BSGSLITARMAAERIGREVTA
I8SGSLITARMAAEMGREVIUA
18S GSLITA@MAAEGREVIUA
IBSGSLITAMNAAEMGREVIUA
SGSLITARPAMEQEREVF A
WSGSLITARYALEQGREVFA
NSGSLITARMAMEQGREVFA
SGSLITARPAMEQER VillA
SGSL TARMAMEQGREVFA
SGSLITARMAAEQGREVFE]
SGSLITARMAAEQGREVFA

SGSLITARMAMEQGREVFA
PITERD Dk Dxle o lkx

st

ICHIYSEFHQ
IFCHIYSEFHQ
IFCHIYSEFHQ

f

EFIRP[ETI4PINrsIFPRRNRI SGLSLGLUL
EFIRPETIYPIRNAGIEFPRRNRTI SGLSLGRUL
VSEFRP[ETIYPIRAIN(FPRRNRI SGLSLGLUL
IRSIQVT)H
IRSIQVT)H
VSEF|@TRIPMAGNFPRRNR I INSIQVTIM
VSEFIBNETIRIPMAMNEFPRRNR I  LS[ANMNL
VSEFRPINAFA\PMAIANFPRRNRIISGLS GNL
VSEFIJPRINEPIARNFPRRNRIISGLSLGNL
VSEFIAPNIIYPIRAIXNFPRRNRI I SGLSLGNL
SEFPLK.PPIAGHFP!RNRIISGLSLCIL
VSEF|g®J3PIRANNFPRRNRI I SGL SIGL
VSEFI\P|:I TI4PISADIFPRRNRI I SGLSL G|
VSEFId
VSEFjl
* 1% % [ *

Kol Ve el e s

LPTQWQSQQQNQT. . . ...
EBMALPTQWQSQQQNQT. . . . ..

I TRONUAIIFPRRNR I ISGLSLGYL
INAPIIARINFPRRNRI ISGLSLGIYL
NI

VSEF|ZBRETRPMAGNEPRRNR I
VSEFI@RETIIPMAMNFPRRNR I

I lsksk %

YQHSIHSQ.TEIDFD.. ...
AWQRQSVHIQPSLFDTKPKQ
QYQEPDQPRQQALFETEQAV
KIEHHQFTSNK. ........
QFGMHWLPDAP. ... ... ..
KNAMTWSLSEQV
QTLMDWSTNQQ. .. ......

QSLIMDWSINQS.........
* % ok % ok *

235
235
235
232
232
232
232
226
225
224
226
223
227
227
229

309
309
312
310
310
310
310
300
305
304
297
294
299
298
300



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1073 ABD1 RS00865 WP 015451369.1
1043 HON27 RS16615 WP 168727007.1
1021 ACIAD RS00975 WP 004930462.1
1094 KZH42 RS01320 WP 002224767.1
1089 NMB RS00600 WP 002224767.1
1122 0K783 RS09595 WP 003705341.1
1120 NGFG RS10355 WP 020997408.1
1361 HI 0985 AAC22646.1

1388 A4U84 RS04945 WP 062924099.1
1466 ASU2 RS09750 WP 015674213.1
1250 GCO85 RS13065 WP 027219989.1
1445 BW25113 RS17035 WP 000228551.1
1152 A1552VC RS00200 WP 000654772.1
102758 VVCECT4999 RS16530 WP 038940356.1
1399 DSB67 RS15600 WP 010645755.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1073 ABD1 RS00865 WP 015451369.1
1043 HON27 RS16615 WP 168727007.1
1021 ACIAD RS00975 WP 004930462.1
1094 KZH42 RS01320 WP 002224767.1
1089 NMB RS00600 WP 002224767.1
1122 0K783 RS09595 WP 003705341.1
1120 NGFG RS10355 WP 020997408.1
1361 HI 0985 AAC22646.1

1388 A4U84 RS04945 WP 062924099.1
1466 ASU2 RS09750 WP 015674213.1
1250 GCO85 RS13065 WP 027219989.1
1445 BW25113 RS17035 WP 000228551.1
1152 A1552VC RS00200 WP 000654772.1
102758 VVCECT4999 RS16530 WP 038940356.1
1399 DSB67 RS15600 WP 010645755.1

consensus

) s LE % @A

EIRRéAVQTAYBE)A Efiiéé BrickirlQ IFLQ% B VHV[M-AV HA' BﬁAQ\. \.H.E ;E\'/KQX.% 2
............ EEA .NTNTPEIR| HLIDLYQS L
............ EET .NTNTPEIPEHLIDLYQS L
.......... ADDSG .KTDDADLP DLLPLYQ R

PEKRITAVQTASDQLSLPEGKMPSEKTENRPVGGS
PEKRITAVQTASDQLSLPEGKMPSEKTENRPVGGS
PDTGRRAVQTAY. .APPPAAKMPSEGAAGGTAVGG
PDTGRRTVQTAY. .APPPAAKMPSEGAAGGTAVGG
. .PPPDPRRLVEAPSHPK
.PKFAKNLPELTACQQQ AYETALIE/RENIRANLEVIKQ
.NHFAKKLP G

....... QIAVPNYT. .
.......... AVKSE. ..
EKTQFFAKANMPNKV. . .

K| non conserved
B similar
> 50% conserved

. .SFYSPDQQEVALPFPE VBNALLELELENG|Y EA
. .TLFSAVQSBEELPFPE NWINLLELELIRGIVEYA
. .DLFSSSNTEEQLPFPQ MM QIRARARSEHLY VI

.DLFSAPIDBEELPFPQ MMQLLELELSGHVVA

MTACQQQ LVE/RAGIHAAL SVEKQ
PIFSLASGK. . ... TSGIARRATKEAN T[N

0 ='09'd'dnno

376
376
383
397
397
395
395
373
375
384
361
374
371
367
369

370
370
375
390
390
388
388
369
371
380
353
357
364
360
362



