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NTDB id 1027563 AB4027 RS04000 WP 368646067.1 MLESLRIKNFAIIEELFLDFKEGMTVLTGETGAGKSIIIDAVGLLAGGRGSTEFVRFGSKKCVLEGEFSFRPSAELMALL 80
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPVLGVC 80
consensus !! ! !!!!!!!!!! * ! !*!!!!!!!!!!!!!!!!!* !! !!!!!*!!!!*! !* !!! ! * *******
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NTDB id 1027563 AB4027 RS04000 WP 368646067.1 SEHEIEHEANTLLVQREIFTSGRTVCRINGSIVTIAVLKEIGSHLIDIHGQNEHQELMVTENHSHLLDYFGPKELLKLKK 160
NTDB id 352 BSU 24240 NP 390304.2 AEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALK 160
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NTDB id 1027563 AB4027 RS04000 WP 368646067.1 EYQDVFHDFKQLTRERDQWVFNEQELAQRLDILRYQVDEIEAAQLHPNEEEELLEEEKKLANHQAIVEALSSSYAALQGE 240
NTDB id 352 BSU 24240 NP 390304.2 TYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRS. 239
consensus !!* ** * ! * ! !!!*!*!!!** *!**!!! ! !**!!*! ! !! * !* ! ! ! ! !! *
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NTDB id 1027563 AB4027 RS04000 WP 368646067.1 EYSGLDSVGQAMEKMAAVENIDESFKQISDSLSTAFFQLQEAASDIYSELDGLEYDEERLNEIETRLNFIQQLKRKYGNS 320
NTDB id 352 BSU 24240 NP 390304.2 EQGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGAT 319
consensus ! !!! !! ! * * ! !* ! *!*!*! ** ! *! * !! !!*!*!!!! !!!!!! ! !!!!!!! *
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NTDB id 1027563 AB4027 RS04000 WP 368646067.1 VEAILDHFEKSDKELKSLENREEQVDGLSKKIKTAQTQARKLAEELSAIRKETAVELENSIQEQLKELYMEKVKFQVAFK 400
NTDB id 352 BSU 24240 NP 390304.2 VEDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFK 399
consensus !! !!** ! * !* *!!!* ** ! ! * * ! *! !!! ! ! !* !! !!!!! ! !!
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NTDB id 1027563 AB4027 RS04000 WP 368646067.1 GPEAAGA........DEPVLTEQGIDKIEFFVSTNPGEPLKALSKVASGGELSRMMLAMKTIFSQSQGITSIIFDEVDTG 472
NTDB id 352 BSU 24240 NP 390304.2 VRTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTG 479
consensus * ! ******** ** !!!!!!! * ! *!!!*!!!!! !!!!!!!!!!!!*!!!*!*!!! ! *!!!!!!!!!!!
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NTDB id 1027563 AB4027 RS04000 WP 368646067.1 VSGRVAQAIADKIYSVAKHSQVLCITHLPQVAAMADQHLYIKKTTDDERTQTSVERLMENDRVEEIARMLSGDELTQLTK 552
NTDB id 352 BSU 24240 NP 390304.2 VSGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTK 559
consensus !!!!!!!!!!*!!* ! *!!!!!!!!!!!!!!!!! !!!! ! ! !! ! ! *! ***! !!*!!* ! !*! !!!
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NTDB id 1027563 AB4027 RS04000 WP 368646067.1 ETASELLKLAGKKKERVKKK 572
NTDB id 352 BSU 24240 NP 390304.2 RHAKELLKQADQVKTTG... 576
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