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NTDB id 125 BSU 00870 NP 387968.1 .MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRRAAFSHSVQTVQKPSPITSIETSEEPRVKTQLGE 79
NTDB id 1027553 AB4027 RS00870 WP 091489350.1 MAKKKATVFVCQNCGYESPKYLGKCPSCGTWNQMVEEKLPDKSDSRSR..VTMSGKASKAEPITDITIEKEERVKTKMVE 78
NTDB id 279 KZH43 RS00140 WP 074017595.1 .MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAE.VKNAR..VSLTGEKTKPMKLAEVTSINVNRTKTEMEE 76
NTDB id 238 SPD RS00140 WP 074017595.1 .MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAE.VKNAR..VSLTGEKTKPMKLAEVTSINVNRTKTEMEE 76
NTDB id 204 SPR RS00140 WP 074017595.1 .MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAE.VKNAR..VSLTGEKTKPMKLAEVTSINVNRTKTEMEE 76
NTDB id 169 SP RS00155 WP 074017595.1 .MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAE.VKNAR..VSLTGEKTKPMKLAEVTSINVNRTKTEMEE 76
NTDB id 509 SM12261 RS00130 WP 078228442.1 .MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAE.VKNAR..VSLTGEKTKPMKLAEVTSINVNRTKTEMEE 76
NTDB id 537 SMSK321 RS07120 WP 080550752.1 .MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAE.VKNAR..VSLTGEKTKPMKLAEVTSINVNRTKTEMEE 76
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NTDB id 125 BSU 00870 NP 387968.1 FNRVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGINNPSLHVLSETDMEYI 159
NTDB id 1027553 AB4027 RS00870 WP 091489350.1 FNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSAQLNQQGGKVLYVSGEESTAQIKMRAERLELRGTDFYLYAETEVTAI 158
NTDB id 279 KZH43 RS00140 WP 074017595.1 FNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSV 155
NTDB id 238 SPD RS00140 WP 074017595.1 FNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSV 155
NTDB id 204 SPR RS00140 WP 074017595.1 FNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSV 155
NTDB id 169 SP RS00155 WP 074017595.1 FNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSV 155
NTDB id 509 SM12261 RS00130 WP 078228442.1 FNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSV 155
NTDB id 537 SMSK321 RS07120 WP 080550752.1 FNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSV 155
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LAKMTKNEGNIPAI F IVGHVTKEGASTI

LAGPRLMLEHMVDTVLY
NTDB id 125 BSU 00870 NP 387968.1 SSAIQEMNPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGIPIFIVGHVTKEGSIAGPRLLEHMVDTVLY 239
NTDB id 1027553 AB4027 RS00870 WP 091489350.1 QETIETLKPDYVIIDSIQTMHHANIDSASGSVSQVRESTSTLMQIAKMNEIAIFIVGHVTKEGAIAGPRMLEHMVDTVLY 238
NTDB id 279 KZH43 RS00140 WP 074017595.1 RAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLY 235
NTDB id 238 SPD RS00140 WP 074017595.1 RAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLY 235
NTDB id 204 SPR RS00140 WP 074017595.1 RAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLY 235
NTDB id 169 SP RS00155 WP 074017595.1 RAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLY 235
NTDB id 509 SM12261 RS00130 WP 078228442.1 RTEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLY 235
NTDB id 537 SMSK321 RS07120 WP 080550752.1 RAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLY 235
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NTDB id 125 BSU 00870 NP 387968.1 FEGERHHTFRILRAVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAGSAGSSITASMEGTRPILVEIQALISPTS 319
NTDB id 1027553 AB4027 RS00870 WP 091489350.1 FEGEQHHTFRILRAVKNRFGSTNEIGIFEMKNGGLEEVLNPSQLFLEERLAGATGSAVVAAMEGTRPMLVEIQSLISPTV 318
NTDB id 279 KZH43 RS00140 WP 074017595.1 FEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTM 315
NTDB id 238 SPD RS00140 WP 074017595.1 FEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTM 315
NTDB id 204 SPR RS00140 WP 074017595.1 FEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTM 315
NTDB id 169 SP RS00155 WP 074017595.1 FEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTM 315
NTDB id 509 SM12261 RS00130 WP 078228442.1 FEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTM 315
NTDB id 537 SMSK321 RS07120 WP 080550752.1 FEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTM 315
consensus !!!!*!!!!!!!!!!!!!!!!!!!*!!!!!***!!*!!!!!!**!!!!!**!**!!*****!!!!!!*!*!*!*!**!!*
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NTDB id 125 BSU 00870 NP 387968.1 FGNPRRMATGIDHNRVSLLMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAIVISIASSFRDTPPNPADCFIGEVGL 399
NTDB id 1027553 AB4027 RS00870 WP 091489350.1 FGNAKRTSSGLDYSRVSLIMAVLEKRAGLLLQNQDAYLKAAGGVRLDEPAIDLSIAISIASSYKEKETRPTDCFIGEIGL 398
NTDB id 279 KZH43 RS00140 WP 074017595.1 FGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGL 395
NTDB id 238 SPD RS00140 WP 074017595.1 FGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGL 395
NTDB id 204 SPR RS00140 WP 074017595.1 FGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGL 395
NTDB id 169 SP RS00155 WP 074017595.1 FGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGL 395
NTDB id 509 SM12261 RS00130 WP 078228442.1 FGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGL 395
NTDB id 537 SMSK321 RS07120 WP 080550752.1 FGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGL 395
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NTDB id 125 BSU 00870 NP 387968.1 TGEVRRVSRIEQRVKEAAKLGFKRMIIPAANLDGWTKPKGIEVIGVANVAEALRTSLGG 458
NTDB id 1027553 AB4027 RS00870 WP 091489350.1 TGEIRSISKIEQRVKEAAKLGFKRIFIPKNNKDGWDMPKNIEVIGCTTLSEAIKRAFS. 456
NTDB id 279 KZH43 RS00140 WP 074017595.1 TGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 238 SPD RS00140 WP 074017595.1 TGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 204 SPR RS00140 WP 074017595.1 TGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 169 SP RS00155 WP 074017595.1 TGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 TGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 TGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPMEIQVIGVTTIQEVLKKVFA. 453
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