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NTDB id 1027550 AB4027 RS00045 WP 091487069.1 MINNVVLVGRLTRDAELRYTGSGTAVASFTVAVERQFKNAQGERETDFINCVAWRKTAEIISNFTRKGSLVGVTGHIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
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logo NYTENNQEQGRQKRVFYI
VTEVQVACVDESNVFSQFLMLESPRKNSTGTVGTGEKQSGRAQSGQDNDGAGSSSNSGQSNGYFSNENSGNQNYSGNSNGGNSSQNYFYGSGQGNNQNDQNSGPFGTAGSNPKQNQTNGNQNRSAKRNPSANQAGYANSNTFDNQ

NTDB id 1027550 AB4027 RS00045 WP 091487069.1 NYTNNEGRKVYITEVVCENFQMLEPKSVTEKRAQNDGSSSNSGFSNNNYSNNSNYSQNNNQ....APK.NNSKSNYANFD 155
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGA...SQNFNSNQSNGSQ.......QSGFTSPQQTGNAPAANNTQ 150
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGS........GGYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGNSFN 152
consensus !!*!**!**!**!!!* *****!!*** ** * * *** *** * * * *** * ****** * ******
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NTDB id 1027550 AB4027 RS00045 WP 091487069.1 EDPFDSNNDSIDISDDDLPF 175
NTDB id 624 LCA RS00040 WP 011373726.1 ADPFANNGQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 DDPFANDGKPIDISDDDLPF 172
consensus *!!!**** !!!!!!!!!!
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