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NTDB id 1027523 AB3U99 RS16215 WP 400242591.1 MNEQNSLDLFDKEKKYIKGRHLVTIFHNEQNLYSVIRIRVDETNHDYDDKEAVITGYLPKMNEEETYTFYGDFKEHPRFG 80
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NTDB id 1027523 AB3U99 RS16215 WP 400242591.1 CSNQEGHVYLHAEHLLEKVKTLLEENQKEEIEF..SQIADQIIQLEEEGKIIVENKKIYLPSLFFSEKGLVRNIKRVMEQ 318
NTDB id 355 BSU 27480 NP 390625.1 TCLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQ 319
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NTDB id 1027523 AB3U99 RS16215 WP 400242591.1 SEYKDQFPESEFLLALGNLEDRIGVQYAPSQREAIQTALMSPMLILTGGPGTGKTTVIKGIVELYGELHGCSLDPKDYKN 398
NTDB id 355 BSU 27480 NP 390625.1 TEYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKK 399
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NTDB id 1027523 AB3U99 RS16215 WP 400242591.1 ITRSKQFLILCGEIEAMELGVSRNDELNRQTTLKEKIKEMFADVYQPDEKAELSTEESFDLLYEGKINEIDPMIGMDNIT 798
NTDB id 355 BSU 27480 NP 390625.1 ITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDA.....EL.....EALQKELPFSVHDANIGMEGIT 788
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