
logo MI
LNRAVVLTVGRLTKRDVPDELRYTPSTNSGTAAVAGVSTFSTMLAVDNRTQFRTNAQSNGEDRDEADF INCVTIWRRKQSAENVFSANFLTHKKGSLAVGI
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NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 1027473 AB3U52 RS00040 WP 003669492.1 MLNRAVLTGRLTRDPELRYTTSGTAVVSFTLAVDRQFRNQNGDRDADFINCVIWRKSAENFSNFTHKGSLVGIEGRIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
consensus !*!!*!!*!!!!*!**!!!!**!*!!**!**!!*!*!*!**!*!*!!!!!!!*!!**!!!**!!**!!!!*!**!!*!!!

logo NYENQQGNQRVFYVTEVQVAVEDSNVFAQSFLLESPKRNQTGNTTGEGMQSGNRSQGDGSYGANVEQSGQPNSFGNGSGNQSQSYNFGAGSGQAQPSGQFYGNTDSNPQQPFQGPTGNNQAPAQASNPSPSMDNGFNDNPQ
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGGYNEGNSGGG.QYFGGGQ...NDNPFGGNQ.............NNQ 143
NTDB id 1027473 AB3U52 RS00040 WP 003669492.1 NYENQQGNRVYVTEVVVDNFALLEPRQNGGMNQ.SGVQQPFNSNQQSFGAQAPQYGSQPQPGNNAPQSNPSPSMDNGFDP 159
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQS.NGSQQSGFTSPQQTGN.APAA............ 146
consensus !!!!!!!*!!*!!!!***** *!!*** ** ** * ******** *!*** * **** !!***

logo

N
R
Q
RNAQGGNSNFQTFNQADPGDSPSFDADNDGNGKQAPS IDLIASDDEDLPF

NTDB id 113 BSU 40900 NP 391970.1 RRNQGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 1027473 AB3U52 RS00040 WP 003669492.1 NQNA.GNQFPGSSDDGGQSIDLADDELPF 187
NTDB id 624 LCA RS00040 WP 011373726.1 .....NNTQADPFANNGQAIDISDDDLPF 170
consensus * ** * ***** !* !!**!!*!!!
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