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consensus ook ok ok ok ok | okok ok ok k 11 sk sk sk ok ok ok ok ok ok sk ok ok ok ok | * * % * % * * % kkk k| [ * 5k %
LRcacAlRT 5T Bl et F

LT g T T T

NTDB id 1203 PSJM300 01605 AFN76401.1 I
NTDB id 1177 A1552VC RS01165 WP 000422572.1
NTDB id 1307 DR RS10055 WP 010888596.1
NTDB id 1027453 AB4Y39 RS20655 WP 045181706.1
NTDB id 1086 NMV RS00245 WP 002218487.1
NTDB id 1116 NGFG RS10615 WP 003690200.1
NTDB id 1185 GTF74 RS11940 WP 000350195.1
NTDB id 1176 A1552VC RS01160 WP 000350195.1
NTDB id 1283 ACE17W RS02630 WP 010947729.1
NTDB id 1259 GC085 RS10305 WP 010947729.1
NTDB id 1202 PSJM300 01600 AFN76400.1 VIPRGLVLVTGPTGSGKSTTLAAM
NTDB id 1194 PAKAF RS01995 WP 003084552.1 VIPRGLVLVTGPTGSGKSTTLAAM
NTDB id 1020 ACIAD RS04210 WP 011182164.1 MPRGLVLVTGPTGSGKSTTLAAM
NTDB id 1060 ABD1 RS04380 WP 000355489.1 MPRG VLVTGPTGSGKSTTLAAM
NTDB id 1040 HON27 RS13360 WP 000355489.1 MPRG VLVTGPTGSGKSTTLAAM
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 E LGLENIF MPRG VLVTGPTGSGKSTTLAAM

consensus

Sk L1

* 1% ko Dok Dok Dk kokok

kxokx kokk kokk Xk

Db Do D D Ek 0L Dok |k

156
154
160
156
156
156
156
156
156
156
156
156
156
156
156
156



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1203 PSJM300 01605 AFN76401.1

1177 A1552VC RS01165 WP 000422572.1
1307 DR RS10055 WP 010888596.1
1027453 AB4Y39 RS20655 WP 045181706.1

i)

0t L D L O oL ATAET AL e

DBALR ALR FE\PD
INNALR ALR DPD

1086
1116
1185
1176
1283
1259
1202
1194
1020
1060
1040
1081

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1203
1177

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

PSJM300 01605 AFN76401.1
A1552VC RS01165 WP 000422572.1

EDPIEFVHSIWKCLINQREVHRD Tl
EDPIEFVHSIWKCLINQREVHRD T

EDPIEFVHNSKKCL NQREVH DT|H
EDPIEFVHSKKCL NQREVHRDT|R&
EDPIEFVH@SKKCL NQREVHRDT|R&
EDPIEFVH|AYKKCLINQREVHRD T|R&
EDPIEFVHNSKKCLINQREVHRDT)sI&
EDPIEFVH@NSKKCLINQREVHRDT)s(¢&

EDPIEFVHNSKKCLINQREVHRDT|sI&
PN NN

i
i
i
i
i
i
i
T EDPIEFVHNSKKCL NQREVH DT|H
i
il
i
i
i
i
i
*

¥k ok kx| )]

IORLDNF ek R ol L o

DRII |JFPA KANNNVIIT SIBYLIYA
HE VK]S

ok k kok

INJALRSALREDPD
IN/ALESALREDPD
IQYALRSALREDPD
IQJALRSALREDPD
WALRSALREDPD
WALRSALREDPD
J9ALRSALREDPD
JIALRSALREDPD
WA LRSALREDPD
WA LRSALREDPD
MW3ALRSALREDPD

IWHALRSALREDPD
1 1

NI

\ha

S

ILVGEMRDIMETIRLA TAAETGHLVFGTLHTS AJN
ILVGEMRDIBETIRLA TAAETGHLVFGTLHTRSAKT
ILVGEMRDMETIRLALTAAETGHLVFGTLHT
ILVGEMRDETIRLALTAAETGHLVFGTLHT
ILVGEMRDMETIRLALTAAETGHLVFGTLHT
ILVGEMRDMETIRLALTAAETGHLVFGTLHT
ILVGEMRDETIRLALTAAETGHLVFGTLHT
ILVGEMRDETIRLALTAAETGHLVFGTLHT

S Pokokokok Dok 1D D D P Dkokok 1k

AL

N0, 55 (g

1307 DR RS10055 WP 010888596.1
1027453 AB4Y39 RS20655 WP 045181706.1

1086
1116
1185
1176
1283
1259
1202
1194
1020
1060
1040
1081

consensus

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

DVFPAEK MVR

MLSESLINAVI QNLLKENBIGNGRVA HET|RT

DVFPAEK MVR
IDRIIDVFP § K MVR
IDRIIDVFP § K MVR
I RIIDVFPAEEKEMVR

MLSESLENAVI

MLSESLQAVI
MLSESLQ VI
MLSESLQAVI

IDR IDVFPAEEK MVREIWMLSESLQAVI
IDVFPAEEK MVREWMLSESLQAVI

U skok o+ ok ok ok ok ok ok ok I %

Pokoeokokok | | kx

QNLLKyBIGNGRVA HEIIRI
MIUGGGRVAGHEIM
MUGGGRVAMHEIM
BUSGGRVAAMRETM
BUYGGRVAAIREIM
MIUGGGRVAAHEIMI
MIIGGGRVAAHEIMI
BAGGGRVAAHEIMI
BIUGGGRVAAHEIMI
BIGGGRVAAHEIMI
BIUGGGRVAAHEIMI

* 11 * ok |k ok ok

JPA RNLIRENK WoleYsy QTGEINEGMQT
NPA RNLIRENK gQIRYSK QTGAINEGMQT

PAIRNLIRENKVAQMYSHIQTG
PAIRNLIREWKVAQMYSIIQTG
IIPATRNLIREMKVAQMYSHIQTG
IIPATRNLIRENKVAQMYSE\IQTG
IIPATRNLIRENKVAQMYSE\IQTG

IIPATRNLIRENKVAQMYSENIQTG
* [ * % ok %k k *

236
234
240
236
236
236
236
236
236
236
236
236
236
236
236
236

316
314
320
315
316
316
315
315
315
315
315
315
315
315
315
315



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1203

1177 A1552VC RS01165 WP 000422572.1

1307

1027453 AB4Y39 RS20655 WP 045181706.1

1086
1116
1185
1176
1283
1259
1202
1194
1020
1060
1040
1081

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1203
1177
1307

1027453 AB4Y39 RS20655 WP 045181706.1

1086
1116
1185
1176
1283
1259
1202
1194
1020
1060
1040
1081

consensus

PSJM300 01605 AFN76401.1
DR RS10055 WP 010888596.1
NMV RS00245 WP 002218487.1

NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1

A1552VC RS01160 WP 000350195.1

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

PSJM300 01605 AFN76401.1

A1552VC RS01165 WP 000422572.1

DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1

A1552VC RS01160 WP 000350195.1

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

|— V A E AKﬁ E»F
@ L\E(Qt éEer%\E'%I B éw':; S\lbk"’li. R PC S T e XuRu Vil e A L2 LT e N N
FAYNYVQ.E YEDLLHDSSN LRLMIKLGSETDG.EHLTSVSQGLTL. EMSDDDPGRSFR ..........

FpIRAIRY QIRYVDDKRE EQDALHSADSAN LRLMLKTKRGDDY.GSG..SLQNVKI....DME ...................

G
G
N
N
G
G
G
G
G
G

K non conserved
B similar
i >50% conserved

TaAlKQP .

381
368
418
342
347
347
345
345
344
344
344
344
344
345
345
345

381
368
400
342
347
347

345
344
344
344
344
344
345
345
345



