
logo MS
T
T
V
N
SNTLVLTKSVDEDEFLDFEDNENAMDLEMVLSETSTDRAFDE I

L
TSDEELD

V
A
N
T
V
D
E
G
K
A
T
S
T
E
K
A
D
D
V
I
REEFVDEAVSTASKI

S
L
MDATHQLMYLGSE IGFSPLLTAEQEEVFLY

NTDB id 1027409 AB0763 RS11290 WP 306100586.1 MTTNNTLLKSDDLDFENNMDMVSTSRFDI......DNTDKTTKADIEEVEVTSKIMDATHLYLGEIGFSPLLTAQEEVFY 74
NTDB id 1183 GTF74 RS11590 WP 000116737.1 MSVSNTVTKVEEFDFEDEALEVLETDAELTSDEELVAVEGASEDVREEFDASAKSLDATQMYLSEIGFSPLLTAEEEVLY 80
consensus !* !!* ! ** !!! ! * ******** * * !! * * ! *!!!**!! !!!!!!!!!! !!! !

logo ARRASLRGDEKAVARKQRMIESNLRLVVKI SRRYI
SNRGLALLDL I EEGNLGL IRAVEKFDPEKRGFRFSTYATWWIRQTI ERALM

NTDB id 1027409 AB0763 RS11290 WP 306100586.1 ARRSLRGDKVARQRMIESNLRLVVKISRRYINRGLALLDLIEEGNLGLIRAVEKFDPEKGFRFSTYATWWIRQTIERALM 154
NTDB id 1183 GTF74 RS11590 WP 000116737.1 ARRALRGDEAARKRMIESNLRLVVKISRRYSNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERALM 160
consensus !!! !!!! !! !!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!
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NTDB id 1027409 AB0763 RS11290 WP 306100586.1 NQTRTIRLPIHIVKELNIYLRTARELSQKLEHEPTPEEIAQQLDISVAEVTKMMRLNERVTSVDIYISNGDGNEKALLDV 234
NTDB id 1183 GTF74 RS11590 WP 000116737.1 NQTRTIRLPIHVVKELNIYLRTARELSQRLDHEPTPEEIALELDRPVDDVTKMLRLNERISSVDTPI..GGDGDKALLDI 238
consensus !!!!!!!!!!!*!!!!!!!!!!!!!!!!*!*!!!!!!!!! !! *! *!!!!*!!!!!**!!! *!**! *!!!!!*

logo

I
LPDDSHNASDPEFVSTTQDDDNI

M
R
S
E
Q
S
VLLTNVWLDEKLNSDPKQKDEVLARRFGLFLGYEPASTLEEVGRE IGNLTRERVRQIQVEGLRRLRE I L

NTDB id 1027409 AB0763 RS11290 WP 306100586.1 IPDDHNSDPEVTTQDDNMSQVLTVWLDKLSDKQKDVLARRFGLFGYEPATLEEVGREIGLTRERVRQIQVEGLRRLREIL 314
NTDB id 1183 GTF74 RS11590 WP 000116737.1 LPDSHNADPEFSTQDDDIRESLLNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGREINLTRERVRQIQVEGLRRLREIL 318
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NTDB id 1027409 AB0763 RS11290 WP 306100586.1 IAEGLDIESLFDFHQE. 330
NTDB id 1183 GTF74 RS11590 WP 000116737.1 VKQGLNMEALFNVEYDN 335
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