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MTSSWQKFERLNTMATMKDVARQLAGVSTATVSRAI
LMTNPEKVSPSASTRSKRVEADEAVTLESAGYTSPHNI

S
QM
L
S
ARSNLKRRSNESKTIVTAIV

NTDB id 1027393 AB0763 RS02085 WP 306102387.1 .............MATMKDVARLAGVSTATVSRAIMTPEKVSPATRSRVEAAVTESGYTPHIQMSRSLKRSESKTIVAIV 67
NTDB id 1290 VP RS01235 WP 254894148.1 MTSSWQKFERLNTMATMKDVAQLAGVSTATVSRALMNPEKVSSSTRKRVEDAVLEAGYSPNS.LARNLRRNESKTIVTIV 79
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 .............MATMKDVAQLAGVSTATVSRALMNPEKVSSSTRKRVEEAVLEAGYSPNS.LARNLRRNESKTIVAIV 66
consensus !!!!!!!!*!!!!!!!!!!!!*!*!!!!!**!!*!!!*!!*!*!!*!** **!*!*!*!!!!!!*!!

logo PDI SCDMPYFASDELI IRGVI EEDTAAHMAENHGYLLVLVLGDSHGSQQDKKRYREENSTSFVNMLAVYFRTKQADGLMI
LLLGTDLPFGDI

VSKAPEQRKFNLPPLMVMACE
NTDB id 1027393 AB0763 RS02085 WP 306102387.1 PDISDMYFADLIRGVEETAHANGYLLLVGDSHSQDYREETFVNMAYRKQADGLILLGTDLPFGISKAEQRFLPPLVMACE 147
NTDB id 1290 VP RS01235 WP 254894148.1 PDICDPYFSEIIRGIEDAAMEHGYLVLLGDSGQQKKRESSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACE 159
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 PDICDPYFSEIIRGIEDAAMEHGYLVLLGDSGQQKRRENSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACE 146
consensus !!!*!*!!***!!!*!**!***!!!*!*!!!**!**!! *!!!****!!!!!**!!!!!!!!**!!*!!**!!!*!!!!!
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PELDELPTVHIDNLTASAFEAVNYLTRQLGHQKRIAQI SGPDIQHQTSAANVLCQFRHNQQGYLQQAI

LRRSAGVI ESTKLMNDEPQSTLYCSTTVFIYGTDEFTSLFEDAGGKAQK
NTDB id 1027393 AB0763 RS02085 WP 306102387.1 YSHELDLPTVHIDNLTAAFEAVNYLTRLGHQRIAQISGPIQSNLCQFRNQGYLQAIRRSGVELDESLTVYTEFSLDGGKQ 227
NTDB id 1290 VP RS01235 WP 254894148.1 FAPELELPTVHIDNLTSAFEAVNYLTQLGHKRIAQISGPDTAVLCQFRQQGYQQALRRAGISKDPQYSVITEFSFDGGAK 239
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 FAPELELPTVHIDNLTSAFEAVNYLTQLGHKRIAQISGPQHAALCQFRHQGYQQALRRAGITMNPTYCTFGDFTFEAGAK 226
consensus ***!!*!!!!!!!!!!*!!!!!!!!!*!!!*!!!!!!!! * !!!!!*!!!*!!*!!*!************!****!**

logo AAVHRKQSLMLAETRLSPKEQPPTAI FCHCNSDSTI
MAIGALIHQEVAKRLGFLRVPDQDVLS IV I

VGFDDIDNQMFVAQYTCEDPPLTTI SQPRYE IGRQAMLKML
MLE I

L
NTDB id 1027393 AB0763 RS02085 WP 306102387.1 AAHSLMTRSKPPTAIFCHSDSIAIGALHEVKRLGFRVPDDVSIIGFDDIDMVQYTEPPLTTISQPRYEIGRQAMLKLLEI 307
NTDB id 1290 VP RS01235 WP 254894148.1 AVRKLLELPEPPTAIFCHCDTMAIGAIQEAKRLGLRVPQDLSVVGFDDINFAQYCDPPLTTISQPRYEIGRQAMLMMLEL 319
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 AVRQLLALPEQPTAIFCHNDTMAIGAIQEAKRLGLRVPQDLSVVGFDDIQFAQYCDPPLTTISQPRYEIGRQAMLMMLEL 306
consensus !** !* ****!!!!!!! !**!!!!**!*!!!!*!!!*!*!**!!!!!***!!**!!!!!!!!!!!!!!!!!!!**!!*

logo LKRGKHPDNVHRSASTQSRGSCRLLETEKL IVVRGESTADAVPCPQRSRKAKR
NTDB id 1027393 AB0763 RS02085 WP 306102387.1 LRGKPNSTQSRSCLLETELIVRESTDVCRKR 338
NTDB id 1290 VP RS01235 WP 254894148.1 LKGHDVHS..GSRLLETKLVVRGSAAPPQRA 348
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 LRGHDVRA..GSRLLETKLVVRESAAPPSKK 335
consensus !*!*** * *!*!!!!*!*!!*!**** **
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