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NTDB id 1027375 AB4Y30 RS09645 WP 368652028.1 MLTELAIRNFAIIDELTINFDHGLTVLTGETGAGKSIIIDAVQLLAGERASVQFVRHGADKAEIEGLFSIEEAEHQVVEI 80
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLES.GHPVLGV 79
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NTDB id 1027375 AB4Y30 RS09645 WP 368652028.1 GALYGIDVNDAMIVLHRTITANGKSICRVNGKLVTLSVLKEIGSTLIDIHTQHETQSLMNADQHIHLLDLFDGKNILSIK 160
NTDB id 352 BSU 24240 NP 390304.2 CAEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESAL 159
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NTDB id 1027375 AB4Y30 RS09645 WP 368652028.1 EKYLQKYNEYLQVLNRYKELSENEKELSHRLDLLEFQYNEINQAELSPDEDIELEEERSQLANYEKIFIGMQSAYNALYS 240
NTDB id 352 BSU 24240 NP 390304.2 KTYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRS 239
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NTDB id 1027375 AB4Y30 RS09645 WP 368652028.1 DQKALEWLNEAQMALQSIQDYNDFIQSKSKDLTNHYYNIEELAFQLRDHLDQMQYDEERLNEIETRLSEIDRLKRKYGTT 320
NTDB id 352 BSU 24240 NP 390304.2 EQGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGAT 319
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NTDB id 1027375 AB4Y30 RS09645 WP 368652028.1 VNEILDYQSEIEEEINQIHNKDSHLASLELKLKENKLSAYELALELHQLRKKSADALTKSIHKELKGLYMENAQFFVDIE 400
NTDB id 352 BSU 24240 NP 390304.2 VEDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFK 399
consensus ! *!!*! ! !!!!! !!*!*!!!! !! ! ! **!*!! ! ! !!*!!! !!!! ! *

logo

K
V
Q
R
A
T
ASRNEEA

N
K
P
L
SVDNGIDQKP I

V
N
QLHTEKNQGI

LDHLVKQFKL I STNI
TGEPLKASLHSKR I

VASGGELSR I
VMLAVI

MKSTI FASKSHQQDGVTS IV I FDEVDTG
NTDB id 1027375 AB4Y30 RS09645 WP 368652028.1 KQA......NKSVDIDKINLHKNGLDHVQFKISTNIGEPLKALHRIASGGELSRIMLVMKTIFAKHQGVTSVIFDEVDTG 474
NTDB id 352 BSU 24240 NP 390304.2 VRTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTG 479
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NTDB id 1027375 AB4Y30 RS09645 WP 368652028.1 VSGRVAQAMAEKIYRISEQSQVLCITHLPQVAAMADAHMLIKKLEKDQRTSTTIEELSVKERVNELSRMITGKKITDTAK 554
NTDB id 352 BSU 24240 NP 390304.2 VSGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTK 559
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NTDB id 1027375 AB4Y30 RS09645 WP 368652028.1 EHGKKLLDLAKQFKKNLAK 573
NTDB id 352 BSU 24240 NP 390304.2 RHAKELLKQADQVKTTG.. 576
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