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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 1027334 AB4P93 RS12795 WP 395593767.1 MRTGMMALAVGLLAPIFMPALPPVWLMVLLAVVALMLLPFRS............YPLAFLLFGFTWACVSAHWALQDRLP 68
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLPFRW............RPLAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 1027334 AB4P93 RS12795 WP 395593767.1 VALDGETRWLEGRVVGLPQNSDGVVRFELADAHS.RHGKLPSLMRLAWYAG....................PPVNSGERW 127
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYGG....................PEIRSGERW 127
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NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 1027334 AB4P93 RS12795 WP 395593767.1 RLAVKLKRPSGLLNPDAFDYEAWLLAQRIGATGTVKEGQRLGEA..............RWAWRDNIRQRLLAVDAQG.RG 192
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAHG.RA 194
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NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 1027334 AB4P93 RS12795 WP 395593767.1 GALAALVLGDGSGLSREDWQTLQDTGTVHLLVISGQHIGMLAAVMYLLVAG.......LARYGLW..PLRWPWLPWACGL 263
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLL.......LARWGIW..PQRLPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 1027334 AB4P93 RS12795 WP 395593767.1 AFAAALGYGLLAGFDVPVRRACVMVGLVLLWRLRFRHLGAWWPLLLAFNGVLLLDPLASLRPGLWLSFAAVAVLIFTFGG 343
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG 345
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEP 479
NTDB id 1027334 AB4P93 RS12795 WP 395593767.1 .......R.......LGAWRWWQTWTRAQWLIAIGLCPVLLALNLPISLSGPLANLLAVPWVSLVVLPPALLGTLLLPVP 409
NTDB id 1199 PSJM300 12650 AFN78592.1 .......R.......LGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEASF.AWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPL..LLVPGGYRAWAWRAQGAVLLLPMLLAR 556
NTDB id 1027334 AB4P93 RS12795 WP 395593767.1 YVGEGLLWLAGGLIGWLFQG.LALIAGQWPAWIAPSLPGWALAIGSLGAVLLLLLLPRGV...PLRPLGWPLLLILVVPP 485
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFEL.LALIAGWQPAWLASALPLWAWSLVALGTL..VLLLPAGV...PLRVLGTLLLAPLLFAP 485
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NTDB id 1426 RS RS05575 WP 011001070.1 APAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTET 636
NTDB id 1027334 AB4P93 RS12795 WP 395593767.1 RERLDAGLADVWQLDVGQGLAILIRTRHHALLYDAGPRFRDF.DLGERVVLPALRKLNVETLDLMLLSHADADHAGGALA 564
NTDB id 1199 PSJM300 12650 AFN78592.1 DSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALA 564
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NTDB id 1426 RS RS05575 WP 011001070.1 VMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAA 716
NTDB id 1027334 AB4P93 RS12795 WP 395593767.1 VARRLQVKQVISGDPPGLPAE.......LNAQACESGRQWQWDGVSFQLWQWA......DAHDSNQRSCVLQIEANGERL 631
NTDB id 1199 PSJM300 12650 AFN78592.1 IQRAMPVGAVLSGEPERLPAA.......LDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERL 631
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NTDB id 1426 RS RS05575 WP 011001070.1 MLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIER 796
NTDB id 1027334 AB4P93 RS12795 WP 395593767.1 MLTGDIDKHAERVLLQ..GPLNVATQWLQAPHHGSRSSSSMALLKALKPDAVLISRGQGNSFGHPHPTVIARYRQQGLRI 709
NTDB id 1199 PSJM300 12650 AFN78592.1 LLTGDIDAQAERALVD..GGMEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAEL 709
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NTDB id 1426 RS RS05575 WP 011001070.1 LRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 1027334 AB4P93 RS12795 WP 395593767.1 YDSAEHGAIHLQLGA..FKPPWTMRQYPRFWREPPQSSH............ 746
NTDB id 1199 PSJM300 12650 AFN78592.1 HDTAEHGALSLQLGA..FGGARRMRDEPRFWREK................. 741
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